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Biacore™ X100 Biacore ™ 1 series Biacore ™ 8 series

Kinetics/affinity characterization o [ o
Kinetics/affinity screening @ @ o
‘BiacoreSingle Cycle Kinetics (SCk™ e o

Parallel Kinetics™ - e
2DKinetics™ o - o
MWinteraction analyss ~~~ ®  ® o
‘Fragmentscreening - & @
Concentrationanalysis 0 e e
Calibration-free concentration analysis @ - :
‘Bufferscouting using ABAcommand - &  ®
Multi-complexanalysis using Poly command - @ :
GxPswport - e o
‘Built-inknowledge library @ -

*3liE OHZ2|AI0| M2 3 ThSOtLL L8 7|52 AT EQ 0 o= SH=90] Aol et Mot 4~ AL



SPR 7|t 2Ao] XHEY

Biacore SPR A|AEIS ELISACHH| =2 DIZ =ML BLICHH| S48t S MHOZ MM Q= ANt E
HZELICE Ofafgt M58 43 =2, £8) ol 7K 317t (RS S8 ABEIUOH, Biacorel= A EECZ
e ASLICE

Biacore SPR BLI ELISA
Label-free technology o o o
Rea-time kinetcs e e e
Assayprecison e e e
Assaysenstvity 0 & e e
Assayreproducbity & e e
High affinity interaction =~~~ & @
Lowbaselinenose & e e
Multiplexing capacity & & e
Timetoreswtt e e
Crudefcolored sample capabilty e  ®
‘Walkawaycapablty e e e

@ High Performance @ Moderate @ Low Performance

Biacore SPR A|AEIO| SHAl ZiX

o Fust {A| HMof(Fluidic) A| AR 2 H[O]AEHR! Le0| = X|A S EH H|0|E &

50
Flow cells
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Fig1. Low-noise sensorgram enabling fast kinetics (< 5 RU) Fig2. Schematic representation of the flow cells in Biacore 8 series
« EAHYO| 22 KEXStt S E XMEd BRI « HES LS = U= Closed system L 2
HL 2Mg XAt B2 RIYE S ehus| Ho| W £ M 7
06 — 10uM RU Sulpiride; CA. 8 pgimL. NaAc pH 5.0: 11 binding
— 5.0 uM .
05 25uM as
—0:625uM a B

0 25 50 75 100 125 150 175 ¢ ° o «
Time (s)

Fig3.High sensitivity enables analysis even at <0.5 RU Fig4. Multi-Cycle Kinetics shows excellent data in triplicate



Biacore X100 Biacore 1 series Biacore 8 series Biacore Insight S/W

Biacore X100

WKFE] 7| ZHRINA] 2112 S M0 Hgt

S

2K A|AE

B

Biacore X100 ZHIESH 3 7|2} R2HHQI QFEZQLE ZtE AR SPRA|AHIORZ XHXIE &2 AlSS
(o]

[} |
A5t Crgeh WA EA 42 A8 S ZMY = AUTE XFELICH

=
FQ 5%

* 27129| Flow cell2 BRI LUEE SPR 2M A|AH

3| 71y

) cytiva Biacorex100 ¢~

A A B gl

Sensor chip port S

157 vial ZH£H0| 7t 6t
Sample compartment

HIHE MH|Z RYsiF=

Peristaltic pump
MEE T2 UslFE
Running Syringe pump
buffer bottle

Waste bottle

Biacore X100 Plus I}§7|X|2 & 8j|0|E 7}t aidl 7|5

1.24 2 Flof L 4-40°C £ 2% 0] 7|5 02 MK 2To|M ASES 24
— WA L HHS S HCh FErs| o

¢ In-line degasser7} Z7}=|0] T2 StAN| M E C|0|E =& QP M 3t

=

2. g A HA « Custom Assay Wizard2 A|2 SE1 FUS XL EA AASID,
QI YIEZ Q2 7HHS M X
o X2t 8l St D3 Fitting= 2| ¢t Evaluation H|&
3. g3t 2Of =E « Solvent correction@ 2 DMSO S Q7| 207} LRt M 22X 20| AlSALE HA X|2l

« Calibration-Free Concentration Analysis (CFCA) 2HAIO 2 & EX 10|
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Biacore X100 Biacore 1 series Biacore 8 series Biacore Insight S/W

HE At

Monitoring of real-time sensograms or evaluation data for result
tables and result plots

Flow cell 7ZH4= 2
Cycle™ 2M A Q A|ZF Typically 2-15 min
Z[CH 2l 7S AlZt 24 hours

Small molecule drug candidates to high molecular weight proteins
(also DNA, RNA, polysaccharides, lipids, cells, and viruses) in various

4= 3% sample environments (e.g., in DMSO containing buffers, plasma, and
serum)
Mz s-0uL
an  MZewx Injection volume plus 20to 30 L (application-dependent)
Ceawe “00pL/min
Fowcell®m sonL
ool 4®aE M,
MEHEE Uptolssamplevials
""""""""""""""""""""""""""""""""""" oseC
BEMer Biacore X100 Plus Package: 4°C to 40°C
(maximum 10°C below ambient temperature)
MEZempes Room temperature
AOI= (WxHxD) 596x563x593mm
e a7%g
Molecular weight limit Down to Mr 100 in various sample environments
 Association rate constant () 107 to 10" M's” (for typical protein-protein interactions)
g Omemeson  wwors
Affinity range (Ko) 100 uMto 1 pM
 Baselinenoise RMS) Typically<0IRU
' Inline reference subtraction Automatic
FE2 e
Product Description Product Code
Biacore X100 system BR110073
Biacore X100 PlusPackage BR100798




Biacore X100 Biacore 8 series Biacore Insight S/W

Biacore 1 series
CHFsH X1 Q0] 2HH3IA| CHSSH= TAS SPR A|AE

Biacore 1 A|2|=

=
— =20
1EZ O|o[E{et 24t

Ao 2ot ST mEt M8 bt REH X2 EA|E[0f,
= =2 HE MEF S NSY2M Liefet AT @75 EFELICE

7Q £
* 6712] Flow cell2 BRI ME XM2|2F 3 BN 58 J0H%t

o B2 LO|X 2|yt =2 ALEZ M-mM R[] ZetH £H- Tts

* Biacore 1,8 A|2|= ZF Method & Result ItY 3 Q£ EoF /=25t |05 Tt X[

« 1 2X0| [I}2} Epitope Binning, Concentration and Potency, GxP S 2t BE X7t 7t
. 60)\|.7_r =720t R0l 2oz 2M Z A3 TR glo| AT Mitd grat
R

@) cytiva Biacore 1K

o ohstt .-

Sample compartment

17 EE= 4749
Buffer inlet tubing

Biacore 1K/1K+/1S+: 2 M Qo Mu} 1 230]| tj2} MEHSEH= M| 7}X| A|AE!

Biacore 1K Biacore 1K+ Biacore 1S+
g2/ H8oE NEX SPREAM =2 M2|Ea osH 2M0 =N 0 e ST ASEE BN
cHZE 2M0f X XNetEl M5 X[ * ADC/O|Z2H|/PROTAC & Cfot * Z|CH 40Hz H|O|E| T &=
* Biacore 1K+Z 2{12{|0|= X[ o] 2[Hst o FE Bl{2] £ (ky) 2A
— 3 2 S IS o2 HYf SHAMEl ME K22 o LI2 LO|= B|din =2 TIZE
(X|CH 8707 M= Lo HM 2 Hol Mx

A\ D2 AN )




Biacore X100

Biacore 1 series

Biacore 1 A|2|X DEIH =0 EXl H|W

Biacore 8 series

B daglo|= x| A 3
']
=
— 1.”.‘

Biacore 1K

Biacore 1K+

Biacore Insight S/W

Biacore 1S+

Flow cell X

i

6 flow cells
(Single or pairwise injection)

6 flow cells

(Single, pairwise, quadruplet or injection in all 6 flow cells)

1 microplate (96/384)
+ 1 reagent rack

2 microplates (96/384)
+ 2 reagent racks

HolE 47 &5

X
60 hours
Dual, ABA, Poly
1,10 Hz
25-37°C
4-37°C

Dissociation rate
constant (kq)

10°%to1s”

ME X2|2F0| SIISHCHH, M ZHH| £2! 210] Biacore 1K £ 1K+E 2 12{|0|E5A|R!

o
Biacore 1K+ Upgrade Kit2 ZHHo 2t5hS X|lgtL|C}.

o —

o€ 20| EL|LIR?

* Upgrade kit (£: 29719933) 720 A| E18|0|=
Flow cell 1= A} HingeZ} QU0 Serial BfAlO 2 A MA| It
* Buffer selectorZ} ZH&EE|0] %|CH 47l 2] Buffer inlet X| 2

* 2742| Micro well plate Z%tQ
+ 201 2H Al7t60AIZt > 7241202 F7}

= ME M2l 28 St

¢



Biacore X100 Biacore 8 series Biacore Insight S/W

Flow cell 8|2 {3i5}= 2M A4
Biacore 1 A|2|=£= 67H2| Flow cellS 7|HIO 2 MAH|E|QUOMH,
S Flow cell 3 2hAlof| M2} CHSH TEHE MSEEM A7 SX0| Y= £[& 40| 7tsELICE

Single Pair Quadruplet All Six

@G ® 023®@B® 023@BG® 023®@BG®
Ref Ref Ref
Flow cell 7t 1,2,3,4,5,6 12,34, 56 1234, 3456 123456
ks s
ligand 7$* 6 1 3 5
Reference
- o o o

P4 ks of
e o TK/K+H1S+ TK/K+H1S+ 1K+H1S+ 1K+H1S+

24 J}5%h analyte 7i4~= Flow cell 7H>7} OFl EH|Q| ME X2| E2kof| w2} Ao[&L|Ct

Reference flow cell2| Hetu} TIQM
Single T+A 2|0fl= 7} 24O| Flow cell2 H| ! 7|ZF(Reference) 22 AIRE|2 2, AlX| EAl0f EL2E|= Flow cell
2 StLt Z0{SLICE Reference flow cell2 241 QKIS Z[A 28l LS Hetst At E X|SSHH,

Pair, Quadruplet 5= FA|| 67 M2 &ESHH S2H0|10 MM =

rlo
MI
1z
o
Al
or
net
i
il

Acti , Ref ; Reference
Ctive surrace ererence surrace :
subtraction
o6 1600 100
1400 1300 1400
200 1200 1200
5 1000 5 1000 < 1000
) g — %
g §° — £ o
& 400 £ &
i 200 | i
0 . 0
e 8o 180 250 %0 e ® 10 20 =0 R 50 150 250 350
Time (s) Time (6) Time (s)

g’\! ’g ‘?...\:‘. “.° ¥ ¥ " S
il $ PRI Ayt ¥
D) w’% L) oo

L A |
Ligand-analyte Analyte Ligand-analyte
interaction interaction ONLY



Biacore X100 Biacore 8 series Biacore Insight S/W

HE At

Monitoring of real-time sensograms or evaluation data for result tables
and result plots

Flow cell 7+ 6in 1 channel
Cycle 2M A Q A|ZF Typically 2-15 min
60 hours (Biacore 1K)

72 hours (Biacore 1K+ 15+)

Small molecule drug candidates to high molecular weight proteins (also
ME == DNA, RNA, polysaccharides, lipids, cells, and viruses) in various sample
environments (e.g., in DMSO-containing buffers, plasma, and serum)

HME FY 1- 400 pL
*.:.“%R—_rl%* 77777777777777777777777777777777 Injection volume plus 20 to 40 pL (application-dependent)
Cgawe 1-100 pL/min
Fowcel®m 60l
EIIOIE'I—J.‘—EI—’_%E 777777777777777777777777 1, 10 Hz (Biacore 1K, 1K+), 1, 10, 40 Hz (Biacore 1S+)
A V|aI/PIate§§._Hg 77777777777777777777777 96- or 384-well microplate (Normal / Deep) + Reagent rack with 21-43

positions compatible with 0.7-4.4 mL vials

1 microplate + 1 Reagent rack (Biacore 1K)

MI Kjz|2k
12 2 microplates + 2 Reagent racks (Biacore 1K+/1S+)

Clean screen (384-well plate): 6 hours
Binding level screen (384-well plate): 15 hours

olutEol HA A|7H Affinity screen (48 analytes): 27 hours

= Kinetic analysis (30 analytes): 15 hours

Concentration analysis (24 samples): 3 hours
Epitope binning, 5 x 5 array (5 cycles): 1.5 hours

BHon 25°C to 37°C (Biacore 1K, 1K+)

4°C to 40°C (Biacore 1S+) (at least 20 °C below ambient temperature)

4°C to 37°C (Biacore 1K, 1K+)
4°C to 40°C (Biacore 1S+) (at least 18°C below ambient temperature)

AFO|= (WxHXD) 755x725%x666 mm
o 95 kg (Biacore 1K)
el :
96 kg (Biacore 1K+, 1S+)
Molecular weight limit No lower limit for organic molecules

Concentration limit of
detection (LOD)

> 1 picomolar (pM)

Proteins: up to 3 x 10° M™'s™
LMW molecules: upto 5 x 10’ M's™

Me 10°to 1s™ (Biacore 1K, 1K+)
10°to 6" (Biacore 15+)

Affinity range (Ko) fM to mM

< 0.03 RU (Biacore 1K, 1K+)
< 0.01 RU (Biacore 1S+)

Inline reference subtraction Automation
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Product Description

Mo

X
e

Biacore 8 series

Product Code

Biacore Insight S/W

Biacore 1K system

Includes:

Biacore 1K instrument (29712576);

2 licenses for Biacore Insight Control and Evaluation Software
(29310602)

29726017

Biacore 1K+ Upgrade kit

Includes:

Upgrade of Biacore 1K to Biacore 1K+ performed
by Cytiva field service

29719933

Biacore 1K+ system

Includes:

Biacore 1K+ instrument (29712577);

2 licenses for Biacore Insight Control and Evaluation Software
(29310602)

29726018

Biacore 1S+ system

Includes:

Biacore 1S+ instrument (29712578);

2 licenses for Biacore Insight Control and Evaluation Software
(29310602)

29726019

]
Ul
L
Ul
L

l|o




Biacore X100 Biacore 1 series Biacore Insight S/W

Biacore 8 series
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F(High throughput)

E
FQ 53
* 8needle A|AEIOZ 1-needle CHH| 8HY SFALEI ME X2| £ XS

— O
16 Flow cells (8x2 M) EFXiZ ME cf Chy} x| A5}

o 4 EE=12 7 Microplate M1} 2 giAlo| HMHO Z A3E|H & It
o HE T|S0| ETHE ME SHEE FAIZEEM A ME 3 A oFEM ot
* Activity queue 2} Buffer selector2 ZA|ZH 29I XtE EM x|
=] A MM TS st

Sensor chip port

= 16 7H2| Flow cell 2
23ald 24 K8l

Zo xol|&
HH2 MBS Tl

8 Needle system

rr

2 N|o] 7Hs$t
Sample hotel
Waste bottle

4 7l9| Buffer inlet tubing

HIHE ZH|IZ RYMF=

Peristaltic pump

£ JHA] AJAR

rir

Biacore 8K & 8K+: 2 1131 B! throughput0f| LL}2} MEHS}

T4 EMT K53 AALO| BAE S2M

CH 47H2| 96/384-well microplate &%t 7t5 Biacore 8K

CH 60A[ZEel ol 24 X3

bt bt

Z|cH 8L FAIZE 21 240

i =T L
Biacore 8K+ . %|cH 127H2] 96/384-well microplate &%t 7Hs

\ « 2t} 72A12¢0] S0l 24 X210 HAte] M K2l B

AHsE 224

E
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Biacore X100 Biacore 1 series Biacore Insight S/W

Biacore 8 A|2|X: Z=Q AlsiH A Q A7}

28 20} ME Il Biacore 8K Biacore 8K+
Kinetic characterization 64 4A|2t
Kinetic screen, 384 9A|ZH

single concentration

2D kinetics™ of unknown 1 352
1536 3A|2t .
Clean SCrEEN oo
4608 - 8.5A[Zt
384 4N|2t -
Binding level sCreen
3456 - 33.5AI2t
Affinity screen 64 5A|Zt
8 X 8array 2|2t
Epitope binning 30X 30 array 33A|ZH
40 X 40 array - 59A[2t
Serial
calibration 96 1002
Concentration curve ,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,
analysis Parallel
calibration 8 308
curve

1
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Biacore X100 Biacore 1 series Biacore Insight S/W

HE At

" Monitoring of real-time sensorgrams or evaluation data for result tables
HlOIE] A|ZtS) HEAL
AIOIEY Alziet &4 and result Plots

Flow cell 7+ 16 in 8 channel system

Cycle™ 2M A Q A|ZF Typically 2-15 min

r

60 hours ( Biacore 8K)
72 hours (Biacore 8K+)

Small molecule drug candidates to high molecular weight proteins (also
ME == DNA, RNA, polysaccharides, lipids, cells, and viruses) in various sample
environments (e.g., in DMSO-containing buffers, plasma, and serum)

ME FQlok 1-200 L
’}-_*.'%R—_rl%',* 77777777777777777777777777777777 Injection volume plus 20 to 50 pL (application-dependent)
A eawe 1-100 pL/min
Fowcell®m a0nL
oolE AFaE 1,10 Hz
Plate§§._ié‘,' 77777777777777777777777777777777 96- or 384-well microplate (Normal / Deep)

Z|CH 4 microplates (Biacore 8K)
Z|CH 12 microplates (Biacore 8K+)

EM T 4°C to 40°C (at least 20°C below ambient temperature)
)}:'.*%EI'.;PSE 777777777777777777777777777 4°C to 40°C (at least 18°C below ambient temperature)
AR WxHD) 902x875%616 mm
—'?—7“ 777777777777777777777777777777777777777777777 127 kg (B.iacore 8K)

141 kg (Biacore 8K+)
Molecular weight limit No lower limit for organic molecules

(LOD) > 1 picomolar (pM)

Proteins: up to 10° M™'s™
LMW molecules: up to 10' M™'s”

45
Dissociation rate constant (k)  10°t00.5s”
 Affinttyrange (K0) M to mM
 Baselinenoise RMS) <0.02RU
 Inline reference subtraction  Automatic
=L
Product Description Product Code
Biacore 8K SPR system 29722782
Biacore 8K+ SPRsystem 29722783

*Includes: Biacore instrument. Table with wheels (29717908), Waste container (29308541), 2 licenses for Biacore Insight Control and
Evlauation Software (29310602), 2 licenses for Biacore Insight Extended Screening Extension (29310610)



Biacore X100 Biacore 1 series Biacore 8 series Biacore Insight S/W

Biacore Insight Software

Biacore A|A”IS PIot = SE AZESR0]

Biacore Insight Software= Biacore 1, 8 A|2| X2} S 2He|H, X|2tX{0] M5! MA|LE] W= ZHErSH O|o|H

YILBMNK 28Xl I EERE MSYLICL A+ SHof w2t 67iX| & RES 716l 7|sS e =
UCH, 2f0[MA = T ALS# OfL|2H1d 15 FM T X|eL|Ch
—
FQ 3% oy
Extended Screening . ’ a None
Extension £ ™ = Sope”
g 600 Slow dissociation
- MRS, HELO|S S o2 2tol=zi2
A32|Y 24 X2
2 300
* Clean screen, Binding level screen, Affinity screen . 200 ; .
7|58 283t0] Sticky binderZ 218t 7% 24 s ' 5 Lo
(False Negative) 2 RIIEOZ Al JIs

* Fastinjection?|SO2 24 £=5 STHRIS0] S e e S T
Biacore 8K 7|2||_<- L_'l_l' 3A||7_|' LH 1,5367H le'llg I-IE_' 7}% Run, channel, cycle, curve

Concentration and Potency
/| Extension

* ECso 241} Parallel Line Analysis(PLA)E
Reference®} Test sample Zt ATHA S & (Potency)
Hlw 7ts

mmmmmmmm

Q GxP Extension

o GLP/GCP/GMP 11A| ZtH0]|A| Biacore A|AEIS OFMsI [rpa— Fpe— =
A2l QA 2FETH £ YT E MA|E|0], 21 CFR Part 11 e e
ZHE QI8 7|2H HO1S LhE = Y

o AHEXEH AT EQ N M2 HeHE B O{SHH, Audit Trail

3! Electronic signatures 52| M| @F &

13



Biacore X100 Biacore 1 series Biacore 8 series Biacore Insight S/W

Biacore Intelligent

% Analysis Extension 1. Classify
M ] M ] ° © °
M ] O ] o Ve
* Al 7|gH T B O T2 SPRE|O[E{2| £ Ol | B || e
A|7|-2 80% ol)\l- I:.}-jc 7|.l— Ot ] A1 1 ] 090050 0000%000°
. *PH t& El Prediction modelE AFEX} H|O|E{ & &7} 2. Triage

© 0 O
. A}RI} 9 Eol_l_ El 7f HZ3}El Evaluation
FHOR U QUi To[Ef 2

> 80 % reduction in analysis time

* Fragment-based drug discovery(FBDD) 244 %t
""""""""" Data Integration chiieis
E EXtenSiOI'I Spreadsheet

« 227} P& 10| H|O|E{Z Excel, PowerPoint, PDF &Al0 2 | o

|7_|-]I|_1-6|'7'” EXpOft ﬂ PDF
* Data integration @& 27} A|, XML/JSON ZoiE &t235}0] a
SPRO|O|E{Z LIMS, ELN £ Q|5 A|AHIDt AE Jts R

Epitope Binning 77777777777777 e @
Extension | |

|.

AP EE CH#27X| Epitope binning L2 Epitope binning CI|O|E{ ZI&& A4S} X|l&

SN AZHS E7|Mo R T -
15 13 ERE
I=I

AZZ JHA A 7} &

=M 28 A Illl==lll

Biacore 1K+  5x5 array 1.5 A|Zt . .HN
‘ANEEE NEE
Biacore 8K 30x30array 33 A|Zt -EEEEE mm

Sensorgram Overlay Heat Map Bin Chart
+ ZHHot Method EE S 9ISt 371X| &M 22 H|S
Sandwich assay Premix assay Tandem assay
° I_Y }_

Second antibody ‘f Second antibody % 4 { Second antibody
Antigen Antigen First antibody
First antibody Y ' First antibody i

Antigen




Biacore Insight S/W

Biacore X100 Biacore 1 series Biacore 8 series
2hxt M EY Bjacore XH| $2HAM
Biacore Biacore Biacore Biacore
1 series 8 series T200 S200
Biacore Insight Evaluation Software o o o o
‘Biacore Insight Control Software o e
‘Biacore Insight Extended Screening Extension o o o o
‘Biacore Intelligent Analysis software o o o o
‘Biacore Insight Epitope Binning Extension o o o o
‘Biacore Insight Concentration and Potency Extension o o o o
‘Biacore Insight GxP Extension o e
‘Biacore Insight Data Integration Extension o o o o
*Biacore T200/S2000| A 24 M=l §|O|E{= Biacore Insight SoftwareE E6{| 24 7|52t HlZElL|C.
T200/S200 #+& AT EQ0j= o & o{E2|#|0|M X|2I2 giX|2h ZH| 2Fo| Havt iy 7152 ZEE[0] ASLICE
F2 AR
Software Extensions
Product Biacore Biacore Biacore Biacore Biacore Biacore Biacore
Insight Insight Intelligent Insight Insight Insight Insight
Software Extended Analysis Epitope = Concentration Data GxP
Screening Binning and Potency Integration
Permanent, 1-pack 29310602 29310610 N/A 29478580 29332204 29478588 29332212
Permanent,5-pack 29310603 20310611  N/A 29478581 29332205 29478589 29332213
Permanent, 10-pack 29310604 29310612  N/A 29478582 29332206 29478500 29332214
Tyeari-pack 29310606 20310614 29714150 29478584 29332208 29478502 29332216
iyear5-pack 29310607 20310615 29714151 29478585 29332209 29478503 29332217
iyear10-pack 29310608 20310616 29714152 29478586 20332210 29478504 29332218
X0 HHH
. Naa  [TUT

15



Biacore T200 A{H|A X|&l =

Biacore 1 A|2|2E S 2{|0|EGIN|2

2 MRS 22 Biacore T200:2 2023\ THEE|UIQH, MO|E[HIS| AMH|A X| 2 FHof| 2t

2030'd 63 302 HE MH|A X|30| ZRELICEL 0 7|2t S¢t AH0f IHE, 2| 3 FX|E4 MH[A, 7= 8
O{Z2|7|0]d X 0| MS=H, X = o|z0= £22F 1 &kl wet Jehs X| 2o 7%"3”—“1

A% Biacore T2002 A2 FQ DHHN= A= 7H4, A S5, A HIL0f| 2}t Biacore 1 A|2| = & X gtsot
HES ),\_-IEH FAl 4= QI&LICE Biacore T2000{| A $F CHA| I X =l Biacore 1 A|2| == %|AISPR 7|&2 AP

=T M-
2ES FIAZLLE

C)

off & azflo|=slof Ene?

1. ME XE| &8 JH3 L 2N 8 o3

* Flow cellO]| 7|Z 4 7H0{| M 6 72 =+%&H
* 279] Multi-Well Plate 2} Vial Reagent Rack X|RIQ 2 SA| 22X 7H58t ME £ =7} (Biacore 1K+ 7|&)

—

-~

—

Biacore T200 Biacore 1K+

2. 8 AZt ctZO R 2 A32|o) &8
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Fig 1. Biacore Insight Control Software
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User defined variables.

© Addvariabie

Instrument control ~ Methods ~ Runs

Action history

Activity queue

Method
® || Name Single-cycle kinetics
o Change solutions
Description
Toitme Gin ]
Checklist
® || Before starting the activity, check that:
B&Y immobilization run 1 el
2 + Correct chip is docked
« Correct buffer is selected
- + Bottles contain at least the volumes specified below
+ Waste bottle is empty
Totaitime 32 min o * Vials are covered with caps
+ Microplates are covered with foil or septa
® || * Microptatesand rackare pisced i the correc positions
Immobilization checkpoint
Bottles
Use buffer position A

® Buffer bottle 200ml Buffer

B Methodrun 1

2 il Water bottle 200ml Water
Tetattime 6h 15 min 4]
(]
© Addactivity Run Name Single-cycle kinetics 2022-06-28 14:58:24
Running standby flow f888 cws.SM1e87787216,000073

+ Settings

S 24124 srsorgams e —

B Response table
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Biacore Insight Software2| Z|Al 47}X| Injection 7| (Dual, ABA, Poly, Inject and Elute)S Z-23}04,
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Dual command
5 71e| 2HS wash stepBl0| XM 2 Fst=7|s

i H| Dual commandE A28I27?

1. Association} Dissociation EHA|0| A A2 CH= buffer 22 (pH 5)2 AAE! o

Running Solution A  Solution B Running
buffer buffer

2. Epitope binning 2AM0{| A 1X} SHA| Z8H Stelo| kst Zst2io 2 olsf Ea|=!
3.ADC gl E41} o2 K5 M| M| SZ0lA H|w 2AS )
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ABA command
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« Capture: Protein A MIMZE0]| O] &N 1S}

* Injection A: & 1| &l (@ ) Z3HE B 1sk 3¢
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Running buffer Running buffer
Time
Protein A chip Y J J Y
[ - ] [ | [ |
Method Setup Sensorgram
Flow cell 1 Ref
Flow cell 2 Capture 1 ® Regeneration 1 &) |
. . A

Injections A Injection B
Property Varlable Value Property Varlable Value
Flanking solution Antigen 1 (10X of KD) Solution Antigen 2 + constant Conc. of Ag 1

Pre-analyte contact time 180 s Contact time 60 | s

Post-analyte contact time 60 s Concentration v

Relative Response (RU)

Predip Molecular weight Da

0 100 200
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Poly command
3-57l2] M= wash step@i0] H&HoZ Fst= 7|

Running Solution A Solution C Solution E Running
Solution B Solution D
—
%] Poly commandS Al2E7IR7?
A e - -
1. ZEL} HIO[2{A ATIO|3 THEMA, ACE2 =24, ZtetN| & CHE =eAl g HIFHLIS
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200 + — oosmra -
s SolutionC  Dissociation o e R
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5 Solution B — Solution B 4nM
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5 2 8000 — 0nM
2 1004 o-Human g
® 5 : 2 s000
Solution A ACE2 «RBD Solution A
ACE2 MutsS binds
50 y- . 4000 to mismatch
RBD )
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0
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Time (s)
Inject and Elute command
[ Runni Analyt Wash Eluti Runni
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7| Inject and Elute commandS AI2E7IR7?
ST A= MHZ)0|A EFZI CHeE Het SAS MEIXMO 2 FE(Fish Out)5to] AZEM S
S 2

Binding Eluting

Inject and Elute $|IAEE S

Collecting

Complex samples Washing
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