MabSelect™ VH3 resin

AFFINITY CHROMATOGRAPHY

MabSelect™ VH3 Affinity resin 21ZF EHH| 0| A VH3 A&

A B 2| variable heavy chaint EX 67| A S 2 26H= ZEHE
protein A 2|7tEE AFSELICE EH|Q] THH 2 M (Fo) S 1t
7|2 protein A &S Z80] knocked out=| 0] bsAb(bispecific
antibody)2} Fab(fragment antigen-binding region)of 22 &HA|
THH scFv(single-chain variable fragment) 3 VH3 M E AE S ® = =
Z3HSH= VHH(variable heavy domain of heavy chain)/E E2X O 2 =

2a[& 2 ASELICE MabSelect VH3 protein A Affinity 2| 12 Cytiva
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Affinity 2] © 2 MabSelect PrismA™ resin, MabSelect VL resin & T e = ]
Capto™ polishing resinO| A ELIC.
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MabSelect VH3 resin| £82 7|5
« VH3 ME A€ S bsAb(bispecific antibody) 5! &Al| THHO| CHst

o SF —
=2 48g s

© bsAb 7| Al iE B =20 R 22
M

. 43 ZE| PN 05

S|
HIO| Q& At 9E x| A%} 3 2| T 4~ HE Matrix Highly cross-linked agarose, spherical

N N . L N Ligand Alkaline stabilized protein A-derived (E. coli), no
}etA R HQf CHEH Rl Dot H2kS Eb|| OFF CHFsH S| S&0| interaction with the Fc region and enhanced
EHHSIR QM Crfot HO| Tt MZ22 X[2H S 7HE = U S interaction with the VH3 region
E|ASL|CE B2 7= 'ﬂ%%@xﬂ(mAb)oﬂ ANEE=XZE ZHE Ligand coupling Single-point attachment
HZ YAo| A4 2 HSHO| SAH Z™EE 0 AFLICH Coupling chemistry XY

" o R Particle size d50v* ~60 um

et azo+88 HIt2H B $2 2| Tl R b s
SA2 T2 HED ASKREHs S JS 7| =02 DBC Qy,, ~ 70 mg mAb/mL resin at 6 min residence time

N - ~ 60 mg mAb /mL resin at 4 min residence time
SAZ0tEDND| XIS MEHSHOF ®FLICH MabSelect VH3 o

resin®| 2[ZE= S2H2| 7HH HH(VHI) Ol T Affinity S HEE : s e

N = . X2 0|7} SH| O] Fo oA T operating flow velocity 300 cm/h®
TR AU ELICE 7| & protein A BRI 217H SHA| 9| Fe < 1t
Fab VH3 E< R =0f| CHSH Affinity 7+ & LICE MabSelect VH3

resinOll ALS-El 2|ZE0|M = Fc 84S 80| knocked out=| A2,

N : o N

VH3 AFSEF20| Z43HE| QA L T} HFO| Q0| 2FE TR OY| A Fab Delivery conditions 20% ethanol

&= oo

pH stability, operational® 3to 12

pH stability, CIPY 2.5t013.7

VH3 Eaof CisH B M At S 7= Affinity g2t E=HA * Median particle size of the cumulative volume distribution
- o oFL . X ) al ol ' DBC at 10% breakthrough by frontal analysis at a mobile phase velocity of 100 cm/h (6 min residence
bSAbE—r E'I 'EI x| s Mispaired antlbody ES I:|_|']1|_1—— T'_‘El 7|' EL_-I' time) and 150 cm/h (4 min residence time) in a HiScreen™ column at 10 cm bed height for mAb in
o xjol A =] > - .. . PBS buffer, pH 7.4
RE&I‘ =T ?'17| [[H_"—_O” Y | S %DI'QZ‘I'% Afﬁmty E’I 7,_"50" H I OH * Packed in an AxiChrom™ 300 column with 30 cmi.d. at 20 cm bed height, using buffers with the
S alstLlC M AHE2 AFRSHE| HFO| Q9| FE O| SHA same viscosity as water at 20°C
‘IT_._l = | |- VH3 -I = 7:” = oo |.'_ |- | | s | i '”0” 5 pH range where resin can be operated without significant change in function
EH OI_I‘ 7 |'§ OEI Ild_l‘a OJ VH %EHﬁ%’ |_| |:.|'.  pH range where resin can be subjected to cleaning-in-place (CIP) without significant change in function
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Capture
Affinity 220} E J2fjI|
EXNSHEN CHQIN 248 T2MAUS J|Hoz

mAb(monoclonal antibody), msAb(multispecific antibody)
IE = S| CHHOf| CHEE Affinity 2| 212 MEHSHAA| 2.

"

Variable
region

Constant
region

Protein A ligand
MabSelect PrismA resin
w Fibro™ PrismA fiber units
o MabSelect VH3 resin

o MabSelect SuRe™ resin
MabSelect SuRe LX resin

Protein L ligand
@ MabSelect VL resin

Other protein ligands
0 KappaSelect resin
LambdaFabSelect resin

* Variable region of a human antibody’s kappa light chain subtypes 1, 3, and 4 interacts
with protein L.
* VH3 sequence interacts with protein A.

Polishing 1
Cation exchange chromatography (CIEX)
or multimodal CIEX
Select Capto resins »

Polishing 2

Anion exchange chromatography (AIEX)
or multimodal AIEX

Select Capto resins »
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DEOIUS 7|ZE2 2 MENSOf BHLICE O] = mAb, bsAb,
msAb(multispecific antibody) EE= 2HAl| THH S AF2 610 ZHASH=X]
ofstof| 2tAIglo| M ElL|CH I Z20tE 2| 2| Rl H|=of| ZetEl

Affinity 2|ZtE = || Cist o @l E0|MO 2 A RESL|C
7| mAb2| B2 protein A= 0|5 A EE(VH EH 2| Fe 3 VH3
ME)of| AL EILICE J2{Lt A Ho M2t 2SS 22|E =2
RYo MSEE S 2{ot0] MAIE 2|TI0| HRH & JAELICEL IR 2=
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ASEESH=X| 20{FLICE 0| = E7H SHA| HO|H|E M|t | 2l st
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MabSelect VH3 resin2 VH3 22 A 2tA4[of| Ot £0|X 0|11 VH1
S vH2 22 A 2|0l = Aot 87| 20| mispaired antibody,
half antibody ¥ EHHZ 22|6t= O] 0| ™2 MSELICH 2 E2
SN 2| Fc Gt Aol 2 SHX| tELICH AR 0|A MabSelect
VH3 resinO| TN =l Tricorn™ 5/50 Z 2 Aol 3702] vH1 & 1712
VH2 22HA 0| SN E AETOZM vH3 22 A 2| EA|of chEt
MabSelect VH3 resin2| MEfMH S SHBILICHOZ 3). AEH|M=
5mg2| THIE ZE | M2t SLICE

2132 vH1 Y vH2 SHM7FAIZE Y SHA|o| A Z2 S Eatet o)
MabSelect VH3 resin0l| 22E|X| &S 2 E{EL|Ct Lot 8&
CHAO M = EHe] 8Z0| WAMSHX| tgLICE 3t 0] MEe
MabSelect VH3 resin0| &H|2| Fc H 81 A4 of| il AffinityS

WX e s YSELIC

JgiLte|E A3E|d 2 oA HEELICE B2 VH3 S EXEe|
HO|ZF U7 20| 2= VH3 AL SN ZESE £= FHHSO|
MabSelect VH3 resinOf] Z&t6tX| = Q4&L|C} MabSelect VH3 resin

MabSelect PrismA2| VH3 A& Zetat S AFSHEHO|A|of| ZgtetL|Ct

600 F] —— UV rituximab with VH1 sequence
[Q —— UV cetuximab with VH2 sequence
500 | —— UV guselkumab with VH1 sequence
—— UV pembrolizumab with VH1 sequence
S 400 |
< i T VH1 and VH2 antibodies
= 300 pass through the column
<ﬁ 4 during sample application.
200 .
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12l 3. MabSelect VH3 resin0ll CHSH VH1 2! VH2 22HA 9| mAbZt 2SR t22
HOFE= IZ0E Y 2 E mAbE flow-through2| Z S E 118t &LICH

Crfot ob x| HO[H|off CHet

e M 2l SHe &2 B
Ne|7t FbseLlct Eot MAea 28 AR Ho| |-

XS ELICE Y8t mAb, Fab S VHHE ZE&6H= VH30|| CHSE
MabSelect VH3 resin2| DBC= UNICORN™ &7} AT EQ|0{7}
HebEl AKTA pure™ 25 A|ARIS AL S0 HH B2 Sl
10% breakthrough(Qg,o)Oll A CFFSt residence time(RT) 0|
et WIS LICE O] 2FH Ol = MabSelect PrismA resin=
TS| A}ELICE 10 cm HIE 0] 2] HiScreen ZEH 2 F JHX|
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U8t mAb(VH =H212] VH3 S2iA) 2| B MabSelect VH3 resin
MabSelect PrismA resint A Z2et 522 HQILICHIE 4A).
0| £ E0 6= RTOI| A MabSelect VH3 resin 5! MabSelect PrismA
resin 22} 70 g/L & 72 g/L2| DBCE LIEHHELICH MabSelect

VH3 resin MabSelect PrismA resinOf| H|8l| FabOl| CHSH Zet S5240|
A 23 (70%)2 EHFASLICE SO|EA T 2[HQ A 552
DBC7} 54 g/L Y UH RT2420]| EESH= Ao 2 A JUGLICHOR
4B). VHHE| A2 MabSelect VH3 resin2 MabSelect PrismA resin0i|

H|SH 2Lt =2(11~14%) DBCE LIEFH &LICE MabSelect VH3 resin

A=l RTO| A VHHOIl CHH 36~39 g/L2| DBCE LIEFHSLICH R
4C).VHHE| 2% 522 FabQl 212t QAISHAI RTS| HEkS H| A

UX| AELICHL 55| 2 RTOM HOHE2 28 SH2 HI0|R9|9FF
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32! 4. mADb(A), Fab(B), VHH(C)Of| CHEt 0121 RTO| Al MabSelect VH3 3!
MabSelect PrismA resin2| Qg,, DBC

MabSelect VH3 resin2| X x| £~2H

MabSelect VH3 resin2| HH| H&52 ™Itst7| 2IdH, Cytivad| A=
22, pool 2I|, mAb SE!A|, Host Cell Protein(HCP)2| &|7{ 5! &&=
2|ZtE0] CHSt AT E SR SLICE O] ZAIO|AM VH3 ME AES
TS5 2.46 g/L ERTAEFDZ 2t 520 mL| Mozl M ZE HQF
& ZS Tricorn 5/50(1 mL) ZE0]| 62 RTE EESIASLICE 2E
mMAbE 50 mM OFN|EANLEE £ (pH 3.5)0f| A EEE[JCH(OE 5),

22 mAb 98%FELICH pool RI|= 0§ SR CHE MabSelect
resintt LX[StHELICE pool2 0.75% ST A, 4 ppm2| EEE
2|ZtE, 251 ppm2| HCPE &SI =C, 0= HCP| 24 QIX}

2k 600HH(2f 1.5 x 10°~250 ppm) 0| SHERILICHE 2). 2|ZtE +& U
HCPE Gyrolab® 7|=(Gyros Protein Technologies Group)2 AFHE6H0]
EHE|AESLICE 2|ZHE SZ0l= protein AG| CHEH A8 SH|IE
AESI¥ 1, HCP 2A0fl= CHO-HCP 7| EE AFE IR ELICE

—eo— UV
—o— pH
—e— Concentration of
3000 - buffer B/elution buffer r12
2500 q 10
= 2000 | -8
=z
£ 1500 6 &
<1000 \\j 4
500 L I F2
O T T T T J T T T 0

T
0 5 10 15 20 25 30 40 45
Volume (mL)

32! 5. MabSelect VH3 resin® A28 mAb MA| I 20tE R

H 2. MabSelect VH3 resin2| Al| I Hi 2k
HCP, R ZEl 2|ZtE 2 mAb STA|

FREZE2E mAb A Al 2 pool2

HCP* (ppm

Protein A (ppm)

*HCP at start 153 335 ppm.

=2 DBCE T =B Xx7|0f|2t St Z0f O LTt 2| T2
HIO| 2= At1 9| S E0|1 HiX| ZHFHE[H E F0]7|
ot et A =212 AHOF Lt =2 Yitd 2 ?I5tH
DBCE O{2{ F7|0fl Z2X 7 X 2t2|3H0F LTt

MabSelect VH3 resin| SZ2| M obE M2 714 A2y

oMM 112l 6) 3! 0.5M NaOHE ALt HHE cIp F7|
HAP(TOE 7)ol Tt RASLICEH 7Hs Lzta| e obE M A oA
MabSelect VH3 resin Tricorn 5/50 Z 20| ZME|U 1 158
H=E AZtel 16 cIP F=710] sliZst= 4A|ZE S2t 0.5M NaOHO|
CEEASLICE S 62]2| QIRH|O|MO| R ELICH

161 M =7|0ICF DBCE ™A=l mAb(ERIAEFEH EEE VHHE
Z - ELICE X£7| DBC(0F7], NaOH O|X2))E 100%2
Zt3sh= BHQF 7|2 Atoof] A THA Ol THo] 28 E3%w)2
HMSIFHELICE 96F 7| T mAb X VHH 2501 CH et MabSelect
VH3 resin®| ATHA Zto] et 532 93%2! 4O 2 LIEMELICE
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a2l e. 7t 22| obEd A0 M 0.5 M NaOHE A3 963 CIP 7| =
mAb 3 VHHO| CH$t MabSelect VH3 resin2| AICHE Ztof 23t 22KQ,,,)

HEE CIp 7| AT X Tricorn 5/50 Z&0f| A SR} SLICE

2t 710l BN SHO| B E THA 7} e X[ TS| I = oA
HHE AFERLICH ZE 2 2702 Z™ 2 I|(CV) PBS, pH 7.4, 50 mM
OFM|[EALLEE9| 5 CV, pH 3.5,0.5 M NaOH2| 3 CV(EZ AlZt
1582/F 7)) AHEStY 92| HhE 7|8 {F 2, DBCE
mAb(E2tAEZEHE AL SH0] 108HM 7|00 S ™ ASLICE
Ol = 200F7| St A =AM, ATHA ZHo] DBCE= 20l
AG et 2 HAE|AELICE 1005 7|0 mAbS| Xt DBCE 7t
Lz P A A T1(93%)0l| A LIEFH H 1t RAFRILICE 20057 |

= THod DBCE 9f 84% = &ARIEUH (DY 7), 248 2H2|Y
AHHE S HFLICh
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32! 7.0.5MNaOH A A| 152 CIP 7| Z 36104 2002] BHE HA| F7| =
mAb& MabSelect VH3 resin2| ATTHH THof 23t 524(Qg,,)

¥ 3. VH3 22HA mALE TRt MX i T =2 100F7| mAb FH|of| CHet =

NaOHE AF2$H 158 CIP7} ZBHEIL|CE

CIPE mAb & A|=2} 0.5 M NaOHE
RELSELE

0| AL M = Tricorn 5/50(1 mL) ZZ 0]l MabSelect VH3

resin I StASLICEL ZE0]| 62 RTOIA VH3 E2HA
mAb(ERIAERENE Totote M E HIY ST E S Q,, Ol A £|CH
80%2| DBCHX| 2EESH= 8tE 77t MEE|UGLICEL AR E
mAb= 50 mM OFM| EALLE & (pH 3.5)0[ A £ &1, 0|F

100 mM OFM|EA(pH 2.9)0] ZZBtHEl 2 AERIO| 25U SLICH
Zt 2% thA =0f 0.5 M NaOH(EE A2t 158)E A6t

CIPE £ESIFELICE O] AT = 100F7| SOt =AU SLICEH
Qg;2] DBC= UNICORN A E 9]0 7} H 2l AKTA pure 25
IZ20EDNI] A|ARS AL2St HH 2N 2 Sl 105 7|0t}
EHEASLIC

T3 80|A = 2= UK0] 1002 HH| F7| = TH0] DBCE=
92 S LICH Ol 4t CHE £ A0 A= OFF Ot E QI 8,
2% pool 2I| U pool &5 =7t HEE|RAESLICE pool BI|= SUAT
CHE MabSelect resinit L X[SIHESLICE & pool2| & 58L&
SHOYSLICE HCPRE RIZEEl protein AQ| SE= QP A 0| 1 WOl
Qol0|3t SeF2 AASLICE B 30f|= 0 10HMW| V(9] £H Ms
Ci|lO|E{ 7t Qok=|0f UELILH.
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321 8.0.5MNaOH A A| 152 CIP 7|2 X &6t 1002] BHs HA| F7| =
mAb& MabSelect VH3 resin2| ATHA Tt 28 52(Qq,,)

A0 A RS MabSelect VH3 resin2| X d& H|0|E. ZH A =7|0=0.5M

Cycle Yield Pool volume Pool concentration Aggregates HCP Protein A
number (%) (cv) (mg/mL) (%) (ppm) (ppm)
L 95 225 2067 043 276 9
10 94 1.80 25.64 0.42 301 4
20 97 183 26.16 0.73 241 4
30 90 1 84 241 5 0.83 25'(‘)" 8
40 95 ~1.90 24.71 0.45 223 6
50 94 184 25.21 0.89 216 8
60 93 1.85 24.62 0.63 246 8
70 93 187 24.34 0.61 199 9
80 92 187 24.26 1.08 230 10
90 91 - 1.89 23.78 0.53 251 9
100 93 1.94 23.49 0.30 158 7




(A) (B) (C) (D)

VH3 VH1 VH1 VH1 VH1 VH3 VH3
VL VL VL VL
CL CL CL CL

VH3 M 0| L1 CHE Z40f| vH1 ME 0] Q= HICHA! bsAb(A)= MabSelect VH3 resine AF28H0] AT 4= J&LICE VHT ME AE (B) U (0)2F
Ste A2 2 2222 flow-throughOfl =HA| EILICE & S4(D) 2501l VH37t L= homodimers Z82 @1t 2 Q1o X bsAb(A)ECHLIE0| 8= E LIC

- -

bsAbOl| CH? =2 H2|E 2 X0 o X

A M2 o0 pensinr e v 12

’ . - . ) | ﬁr/ : Absorbance (UV) 10
ICHE bsAb= M ZE B Z0fl homodimer, half antibody, 2t} Z24 2500 pH

SME UM ELES YME £ o, X E7| = 2l&LICt 2000+ -8

0[2{3t 242 Aj0|2| RAHSOR QlsH CHRAER 2, E3| 2 ool I

£7|5H & BHO| 740l 2|7} LABH|CH MabSelect b )

VH3 resin} O] 2| ZI0| M2 MEHM 2 Za & StLiTHO| A2 100 B

2 K2 VH3 M E AIE S ESh= HICHA bsAbl] =7 ™| 500 1 M2

B0l 2218 53l BLIchaE o) 1% S N G I

A._I'% :,I:I_EI_ %%%E—‘?—E-I bSAb% _E_E_l_é_l_E MabSelect VH3 resin9| -10 0 10 20 30 40 50 60 70 80 90 100

EXHEE'% %l%'é'fﬂ -?—|'6'|-O:|, OEIAPE'IQE %’-6'35'_' heterodimer 2! 10. MabSelect VH3 resin@ 2 IHZ £l Tricorn 5/100 20| A A= 2t

bsAb(Ol0| Al Z=RY, VH1:VH3) 3 27§ 2] E | homodimer SEEERH heterodimer bsAb2| 22|15 E0{F= AZ0IETH

Z(VH1:VH1 2 VH3:VH3)2 Eatot= M i X ES

MabSelect VH3 A& 0| =5 SLICH MabSelect VH3 resin Fc high load % step 822 St 250l bsAbl| E2|=

M EE0| ¢17| HE0| homodimer VHT.VH12 ZESHX| Q22 AZE|QUALICE 0 A& 0f|l A MabSelect VH3 resin0l| CHEH M|

flow-throughZ O|S&tL|Ct VH3:VH3 homodimer= H&H6HA| WS B £E 2 = 0|5 50|X ZE = 30 mg bsAb/mL 2 ZI0| A& LICE

0|2 VH1:VH3 heterodimerOf| H|5l| Z22}2{0| ELCt =2 & 7}X| Q| MM 8t pH Zf, T EX heterodimer 22| Z20|=

HNSAEOE ABSIOE HLF W2 pHOl|AM 8= ElLICH CHFst pH 4.0, homodimer & 2| Z 0= pH 3.50|A] 2-step EE2

pH Zt2 A3 gradient FE= 2-step 22 E8H VH1:VH31} ASHSIEALICE 02|17, Ol ™ Al S s 2E sAlS

VH3:VH3 ALO[Q| 22|7t 7Hs e 4= USLICE A ALtz 20X = Ar23IFHELICE 0| ZE0|M heterodimers 0[21%t high load

step 8Z 0| 0| Z50|H SHS 8ot AH AEY S0 2K AMBHO| M T EF 22| 2l Z{O 2 LIEFHOH(TAZ! 11), 0= bsAbO|

k= homodimerE 22 2fLILCE CHst 22|28 &4 7|X] gt= 2Rl =2 AT sH2

HIZ tet £ 2 5 o 6 g2l OIFS0I X SHE MabSelect YSYLICH +HE 2L LC-Ms A0l CHA| MBI

VH3 resin2 2 THZ E Tricorn 5/100 Z &0l M &5t &LICH 35001 y1 280 1

20 mM THMLIEF pH 6.001l A 20 mM FHLLEEE pH 2.57HA| s004 M

20CV gradientZ &2 £t ELICE 22 100M &2 £ ) M1

Q50| homodimer VH1:VH12 Z &0 286X QoM 25007 L g

flow-throughOl| A 3| 4=E|AELICE 0| Z0|EH| 0|5 50| 5 20007

VH1:VH3 & E K| VH3VH3S Z2iol| ZEHE|AX|0H ol ATHZ £ 1500 ° oz

Sl MZ CHE IR0 248 22|E2 SBE ASLICE d o | ”

heterodimer % homodimer2| 8% pH= 282} pH 4.0 % pH 3.82! Y

WO E SHOIE|FSLICE A El =2 S E0] Cist heterodimer 2 5007 LML_ ’

homodimer2| RE} pHE 2F0.15 pH £H{Ofl 2 1+SHH, gradient 01— . . . . . —

£ A8t H[o|AzZlel 22| = 7ts 0| Z&LIC £ X2tz 0 20 40 60 8 100 120

Z719| step BE2 H|0| ABIQI 22| S 0|61 B 4 Q& LICHOtH Yolume mt)

high load &8l Gf|A| £t11), M AL A] gradient & 2L} step &0 2! 11. Tricorn 5/100 Z&0f| I§Z! £l MabSelect VH3 resin mLE 2|

MBEIL|CE 2} T| 30f| 81 2HSH= flow-through®t 2212 X8t ]S 2 E85H= 30 mg bsAb= high load 218 Al step 852 S¢fi Ar2 2Had

LC-MS 2M 2 MA[SI CIst ZO| 22|E FII2 &lstASLIC 2222 heterodimer bsAbZt 22| &= 22 20 ELICE



BjZte -k A
MabSelect VH3 2|ZtE = HAZHH S ALESI0] A e 4 UGLIC
Gyrolab® 7|2 (Gyros Protein Technologies Group) 2t A| THE| = protein
AZ ZH|E AHE5I0] mAb 8EU0f| M MabSelect VH3 2[ZtE
FESEYSP| ot HARMH T2 EZ S I LUSIUSLICL EE
A2 (2 mAbZ &M El MabSelect VH3 2[ZtE) U E A2 = 2N
Toj| THHE S8HA| 32| (PcD) &l MK 2 B ME|StRASLICEH S X2
T 19%2| Z2|H|LI|E2|=(PVP-40) U S 1:12| HIEZ H|H|of
HINSIRELICE BE oM M2 WMt 8 A|AS 140|402

L [ o=

3| M517| 2S5t PCD S| A A2 1% PP 29| 23 28tE 2 AFE S0
FIt2 3| MR SLICEH O CHS MabSelect VH3 resin 2| ZHE0]|
CHot BEE S ME2 7|HO 2 8F A 22| &2 HEoI&LIC

=

Al B2l MabSelect VH3 2|7HEE 2HA|Of| CHEE XEMBt LHE 2
Aot 11 22 MabSelect VH3 2|ZHEE 2K 6I2{H Cytiva B
STt A 22|5HA|7| HFZfLICE

UHIHE VH3 ligand ELISA 7 | E= HX| 3 Mutof| 2K 2|ZtE &2
Hsisly| 23t 2N 23S X|IBL|CE 0] 7| Eofl= YX[st=

VH3 protein A 2|ZtEJF XL QI EE SES B2 35011
USHYOZEZS 0HS LRI IELICELO| 7| EE 20244 8H T2
7tsghct.

= residence timeO| Ct¥stE 2
Crot 3™ =A 9l SHof| AeretL|Ch AN H| == Z[0Y
300cm/he MHE FLEOE ALBY £+ JUSLICEL 7|2 IIERIAE
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Affinity
chromatography

Long lifetime/
easy cleaning

mAbs/bispecific
antibodies with
Fcregion

Single-use
capture for flexible
multiproduct
manufacturing

Contains VH3
region

Asymmetric
bispecific
antibodies/
antibody

Contains kappa
light chain

fragments

Contains lambda
light chain
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For optimal productivity and

bioburden control in continuous
and batch processes

MabSelect PrismA resin

MabSelect SuRe resin

Established processes
using MabSelect SuRe,
MabSelect SuRe LX

MabSelect SuRe LX resin

Continuous processes MabSelect SuRe pcc resin

Fibro PrismA units

MabSelect VH3 resin

High specificity. Binds to

MabSelect VL resin

variable region. First choice. I
Binds to constant region I

KappaSelect resin

LambdaFabSelect resin


https://www.cytivalifesciences.com/solutions/bioprocessing/knowledge-center/column-packing-for-mabselect-prisma-resin
https://www.cytivalifesciences.com/solutions/bioprocessing/knowledge-center/column-packing-for-mabselect-prisma-resin
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Product to be released during 2023 Product code
HiTrap™ MabSelect VH3 17549351

HiTrap MabSelect VH3

HiTrap MabSelect VH3

HiTrap MabSelect VH3

HiScreen MabSelect VH3

MabSelect VH3 resin

MabSelect VH3 resin

MabSelect VH3 resin

MabSelect VH3 resin

MabSelect VH3 resin

PreDictor MabSelect VH3, 2 uL

PreDictor MabSelect VH3, 20 pL

PreDictor MabSelect VH3, 50 pL

MabSelect VH3 validation column

ReadyToProcess MabSelect VH3 columns

To be determined

Several

MabSelect VH3 resin2| A|2 & QHESI2{H X 3| 0f|A| HEISH FHAIL.

-
o -
Product instructions

Regulatory support file
Guidance for antibody affinity chromatography

Guide: Select affinity chromatography resin for your antibody

elLearning: mAb variants



https://www.cytivalifesciences.com/education/online-learning
https://info.cytivalifesciences.com/antibody-capture.html?extcmp=cy23001-global-bp-pd-mabselect-vh3-lp-ps-dtf
https://cytiva.com/instructions
https://www.cytivalifesciences.com/rsf
https://www.cytivalifesciences.com/solutions/bioprocessing/products-and-solutions/downstream-bioprocessing/protein-a-chromatography-solutions
https://cdn.cytivalifesciences.com/api/public/content/jMuTierHT0-N-PHyDjwS7w-pdf?v=eb0ff7f1
https://www.cytivalifesciences.com/education/online-learning/object/course-4527462
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