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Introducing UNICORN 1

About this chapter  This chapter contains:

In this chapter

® Anoverview of the UNICORN™ system and general information that you need

before you can start.

e Information about the user documentation for UNICORN and how to use it.

This chapter contains these sections.

Topic See
About UNICORN 1.1
About this manual 1.2
About the UNICORN user documentation 1.3

ep3
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1 Introducing UNICORN
1.1 About UNICORN

1.1

Introduction

What is
UNICORN?

Operating environ-
ment

Windows func-
tions

Compatible chro-
matography sys-
tems

System networks

ep4

Ahout UNICORN

This section is a general overview of the UNICORN system.

UNICORN is a complete package for control and supervision of chromatography
systems. It consists of control software and a controller card for interfacing the
controlling PC to the chromatography liquid handling module.

Liquid chromatography is used in separation processes, for analytical purposes or
in the biochemical process industry.

UNICORN runs on a PC under Microsoft® Windows® 2000 or Microsoft
Windows XP. It is designed to run under English keyboard settings.

Note: Microsoft and Windows are registered trademarks of the Microsoft
Corporation in the United States and other countries.

Most Windows functions are also available in UNICORN, including:
e cut and paste
e right-click short-cut menus

Note: Drag and drop is not available. File and folder handling in UNICORN also
differs from the general Windows file manager standard.

UNICORN can be used with a number of systems including
e AKTA™ design systems

® BioProcess™ systems

Note: All examples in this guide are based on a BioProcess system that operates
with a standard BioProcess system strategy. If you use another system you may
find that the descriptions and instructions do not match your system on every
point. In that case you also need to refer to the user documentation for your specific
chromatography system.

UNICORN can be installed on a stand-alone computer to control only a single,
locally attached system. However, a stand-alone computer can control up to a
maximum of four separate systems. In a network installation each computer
workstation can operate many systems regardless if they are locally connected or
not. Each system can only be operated by one workstation at a time, but several
may view the output data.
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Software modules The UNICORN control software consists of four integrated modules:

Work flow

Help functions

Module

Function

UNICORN Manager

File handling and administration, e.g.
definition of systems and user profiles
etc.

Method Editor

To create and edit methods for pre-
programmed control of chromato-
graphy systems.

System Control

To control and monitor the separation
processes online, through method-
based or manual control.

Evaluation

To evaluate and present stored results
from separation processes.

Note: All modules are active when the program is operating, and are not closed
when they are minimized. A minimized System Control unit may control a process.

The work flow in UNICORN can be divided into four distinct stages. Each stage
is described in separate chapters in this manual. The flow chart below shows the

work flow stages.

1 . Create a metheod

? Run the method

3_ Evaluate the results

4. Compile a report I

An online help utility is included in the UNICORN software. The table below

describes how to access the help utility.

If you want to access...

Then...

the general help utility.

open the Help menu in any of the software modules.

epb
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If you want to access... | Then...

context-specific help e click the Help button in the dialog box.

topics.
or

e press the F1 key on your keyboard.

Security The table below describes the main security functions in UNICORN:

Feature Function

Access Security Only authorized users can access
UNICORN. Each user is assigned an
access level, which defines the func-
tions that the user is permitted to use.

Connection Security A running system can only be con-
trolled from one connection. Systems
may be locked with a password to
prevent other, un-authorized users
from changing parameters.

Data Security Result files from an ongoing separa-
tion run can be saved automatically at
preset intervals to minimize data loss
if the system fails. The results are
saved locally if the network communic-
ation fails.

Electronic Signatures Method and result files can be signed
electronically for enhanced security
and accountability.

03-0015-00 ep6
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Getting Started

The model system

Refer to other
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Document struc-
ture

The manual con-
tents

Introducing UNICORN 1

About this manual

This section provides a general description of the manual, the contents and the
pre-requisites for the examples and instructions that are presented in the Getting
Started guide.

The purpose of Getting Started is to present a quick and easy guide to the system
for a user with limited or no experience of UNICORN. The work flow is presented
in the form of practical instructions for how to operate a model system. These
instructions form a basic framework that the reader can expand on by reading
selected parts in the other manuals.

UNICORN software can be used in numerous possible system variations. For
practical reasons the user documentation is based on a model system that consists

of:

¢ A BioProcess system

e A standard BioProcess system strategy

Note: If you use another system you may find that the descriptions and instructions

do not match your system on every point. In that case you also need to refer to the
user documentation for your specific chromatography system.

The examples and instructions that are presented in this manual are deliberately
limited to a minimum to reduce the number of pages that you will need to read.
In almost all cases you will find additional information about each topic in the
User Reference Manual.

The manual is divided into chapters. Each chapter starts with a brief overview that
presents the contents and the headings for the sections that the chapter contains.
The section begins with an introduction that summarizes the content.

A section is divided into blocks of information with separating lines. The blocks
are identified by labels in the margins. This makes it easier for you to quickly scan
a page to find the exact topic you are looking for.

Getting Started contains ten chapters that can be sorted logically into 4 major
topics:

Topic Chapter

Background information. 1. Introducing UNICORN
2. UNICORN concepts

ep7/
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Typographical
representations

Pre-requisites
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Topic Chapter

How to prepare the system. . How to start your system

. How to create a method

How to run the system. . How to perform method runs

. How to view results

3

4

S

6. Scouting
How to use the results. 7
8. How to print chromatograms
9

. How to evaluate and save the res-
ults

10. How to create and print reports

Menu commands, field names and other text items from the software are quoted
exactly as they appear on the screen, in a bold typeface:

® Example: Run Setup

Search paths are shown in a bold typeface with a separating colon between each

level:

e Example: View:Windows:Customise (i.e. the menu command Customise in the
sub-menu Windows from the View-menu).

Text entries that UNICORN generates or that the user must type are represented

by a monotype typeface:

® Example: Connection change

The following pre-requisites must be fulfilled before you can use this manual the
way it was intended:

® You need to have a general understanding of how your PC and Windows works.
In most cases universal computer functions will not be explained.

e UNICORN must be installed and configured correctly on your computer.

® You need to understand the concepts of liquid chromatography. Terminology
and functionalities will be explained only when they differ from normal practise.

e Before you try to operate a chromatography system based on the instructions
in this manual you need to study and understand the safety information that is
part of the system documentation.
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The manuals

User info about
Getting Started

Introducing UNICORN 1

About the UNICORN user documentation

The user documentation for UNICORN is divided into three separate manuals.
This section is an overview of the contents and the relationship between the

manuals.

The three manuals are:

* Getting Started with UNICORN for BioProcess (See section 1.2 About this

manual on page 7)

e UNICORN User Reference Manual for BioProcess
e UNICORN Administration and Technical Manual

The questions and answers in the table below describe the features of the Getting

Started manual.

Question

Answer

Who should read Getting Started?

Users that are new to the UNICORN
system and with limited experience
from other chromatography systems.

What do I need before I start?

A basic knowledge of PC and
Windows functions and an understand-
ing of the concepts and terminology
of liquid chromatography.

What are the contents of Getting
Started?

Basic descriptions of UNICORN and
its use, based on a model system.

How should I use Getting Started?

Read in front of your computer and
test the instructions at the same time.

When do I need to refer to the User
Reference Manual?

When you need:
e more in-depth information,

e alternative ways to perform a task.

When do I need to refer to the Admin-
istration and Technical Manual?

When you need:

e general information about the net-
work functions of UNICORN,

® to set up and configure a
UNICORN workstation in a net-
work,

e to trouble-shoot a workstation with
network problems.

ep9
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1.3 About the UNICORN user documentation

User info about
the User Reference Reference Manual.

Manual

03-0015-00
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The questions and answers in the table below describes the features of the User

Question

Answer

Who should read the User Reference
Manual?

e Users that are experienced with
previous UNICORN system ver-
sions.

e Users with vast experience from
other chromatography systems.

What do I need before I start?

e Knowledge of PC and Windows
functions.

® An understanding of the concepts
and terminology of liquid chroma-
tography.

e Preferably some previous experi-
ence with UNICORN.

What are the contents of the User
Reference Manual?

e Detailed descriptions of
UNICORN.

e Instructions on how to use the sys-
tem, with suggested alternatives.

Note: Most instructions are based on
a model system.

How should I use the User Reference
Manual?

Depending on your previous experi-
ence you can either read

e whole chapters from the beginning
to the end

* only selected sections for reference.

When do I need to refer to Getting
Started?

When you need brief, step-by-step in-
structions for a selected task.

When do I need to refer to the Admin-
istration and Technical Manual?

When you need

e general information about the net-
work functions of UNICORN.

® to set up and configure a
UNICORN workstation in a net-
work.

e to trouble-shoot a workstation with
network problems.
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The Administra-
tion and Technical
Manual
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1

The questions and answers in the table below describes the features of the
Administration and Technical Manual.

Question

Answer

Who should read the Administration
and Technical Manual?

System administrators.

What do I need before I start?

e General knowledge of UNICORN.

e Knowledge of PC, Windows and
general network administration
functions.

® An understanding of the concepts
and terminology of liquid chroma-
tography.

What are the contents of the Adminis-
tration and Technical Manual?

Detailed instructions of

¢ how to install and maintain
UNICORN in a network environ-
ment.

® how to create and administrate user

profiles.

Note: Most instructions are based on
a model system.

How should I use the Administration
and Technical Manual?

e If you are an experienced adminis-
trator of previous UNICORN ver-
sions you can read selected sections
for reference.

e If this is your first experience of
UNICORN administration we re-

commend that you study the
manual in detail.

When do I need to refer to Getting
Started?

When you need brief, step-by-step in-
structions for a selected task.

When do I need to refer to the User
Reference Manual?

When you need more information
about the basic functions of

UNICORN.

epll
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2 UNICORN concepts

Introduction This chapter contains definitions and descriptions of some of the specific concepts
that are presented in this manual and in the other UNICORN manuals. General
concepts and common chromatography terminology are not explained here.

In this chapter This chapter contains this section.
Topic See
Concept definitions 2.1

03-0015-00 ep12
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Introduction

Alarms

Batch run

Chromatogram

Curves

Method

UNICORN concepts 2

Concept definitions

* This section contains explanations and definitions of a number of UNICORN
concepts that are used in this manual.

e The concepts are sorted in alphabetical order.
Note: The section also lists some concepts that are described only in the User

Reference Manual. These concepts are included for reference since they may be
found in menus and dialogs that you will use while working with this manual.

Systems settings or method instructions specify acceptable limits for monitor signals
during a separation run. An Alarm dialog box will be displayed on the screen and
an optional alarm can sound if a specified limit is exceeded. The system will be
paused.

Note: Refer to the User Reference Manual for information about Alarms. The topic
is not covered in this manual.

You can perform a Batch run of a number of result files in the Evaluation module.
The files do not have to be open and the run operates in the background. The
procedure is useful if you want to print a number of results with the same settings,
or if you want to perform integration with the same parameter settings on many
results.

Note: Refer to the User Reference Manual for information about Batch runs. The
topic is not covered in this manual.

A chromatogram is a collection of data represented by a number of curves that

have been created during a separation run, including UV, conductivity, pH, fraction
marks etc. The original raw data curves cannot be deleted or modified. They can
be used as a basis for evaluation procedures and subsequent creation of new curves.

A chromatogram can also contain curves that have been created and saved during
an evaluation session.

The monitor signals from the chromatography run are displayed graphically as
curves.

The program instructions for a chromatography run are defined in a Method. A
Method is normally divided into blocks that represent steps in the separation process.
Each block consists of a series of instructions that request specific operations in
the system.

epl3



2 UNICORN concepts
2.1 Concept definitions

MethodQueue MethodQueues are used to link several methods together, on the same or on different
systems.

Example: A MethodQueue can be set up to conduct a CIP study of a number of
columns, through a controlled series of scouting runs.

Note: A method can be placed in a MethodQueue if the system is busy when the
operator wants to run the method. Refer to the User Reference Manual for
information about MethodQueues. The topic is not covered in this manual.

Result files UNICORN creates Result files when a method is run. The Result files contain:

* Run data from the monitors in the chromatography system

Example: UV absorbance, flow rate, conductivity, etc.

e Documentation from the run

Example: Logbook entries, calibration settings, scouting parameters, text method
etc.

e Saved results from evaluations of the run data

Example: Peak integrations, simulated peak fractionations etc.

Strategy Part of the UNICORN software is specific for the system that it is set up to operate.
The system specific part is usually referred to as the Strategy. The Strategy defines
available method and manual instructions, system settings, run data, curves and
method templates.

Template Templates are basic methods that can be used as a starting point for developing
customized methods. The method variables in a suitable Template is adjusted to
create a method for another application.

Variable Values at breakpoints in the Method and instruction parameters may be defined as
Variables. Variables makes it easy to adapt a method to a particular chromatography
run.

e A framework Method with default parameters can be changed to create variants.

e A Method can be used in automatic Method Scouting, where one or more
parameter Variables are changed systematically.

Warnings Systems settings or method instructions specify acceptable limits for monitor signals
during a separation run. A Warning dialog box may be displayed on the screen if
a specified limit is exceeded. The system will still continue to run after a Warning.

Note: Refer to the User Reference Manual for information about Warnings. The
topic is not covered in this manual.

03-0015-00 e p 14
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In this chapter

How to start your system 3

How to start your system

The first step when you begin your work with UNICORN is to start the system.

This chapter describes how to start the program and log on as a user.

This chapter contains the section below.

Topic

See

How to start UNICORN and log on

3.1

eplb



3 How to start your system
3.1 How to start UNICORN and log on

3.1

Introduction

Username and
password

How to start the
program

How to start UNICORN and log on

This section describes how to start the UNICORN program and how to log on as
a user.

The system administrator creates and defines users and may also create your initial
password. (You may change the initial password to another later). The program
can also be set up so you can logon without a password.

Note: If UNICORN is already started by a previous user, proceed to "How to log

on .

There are two ways to start the program:

If you start with... then...
a UNICORN icon on | double-click the icon.
your desktop, IS
2l
CUIECHT
the Windows Start locate the program under Programs:Unicorn and click
menu, UNICORN.

The Logon dialog  This is an illustration of the UNICORN Logon dialog box:

box

03-0015-00 ep 16

UMICORM logon
. Ve £
User name:

Imﬂ

Password:

!
(] 4 I Cancel | Help |

Note: The Logon dialog has a Password text box only if a password is required.




How to start your system 3

How to log on The table below describes how to log on to UNICORN.

Step Action
1 e Select Tools:Logon.
or

e Click the Logon/Logoff icon in the UNICORN Manager.

|20

2 Select your username in the list.
3 Type your password (optional).
4 Click OK.

The four program  The program has four windows or modules. When you start the program and log

windows on you work in the UNICORN Manager. UNICORN also automatically opens the
Method Editor, the System Control and the Evaluation modules. These modules are
minimized until you activate them.

Log off after you  Always log off when you leave the computer to prevent others from accidentally
are finished changing or deleting your files, or disturbing your method runs. There are two
ways to log off:

® Select Tools:Logoff.

or

¢ (Click the Logon/Logoff icon.

ﬂJ
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4 How to create a method

Introduction Chromatography runs are programmed as Methods in UNICORN. Before you can
proceed with a chromatography run you need either to use an existing method or
create a new method. This chapter describes two different ways to create new

methods.
In this chapter This chapter contains the sections below.
Topic See
How to use method templates 4.1
How to use text instructions 4.2

03-0015-00 e p 18
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Introduction

Open the New
Method dialog

How to create a
new method

How to create a method 4

How to use method templates

This section describes how to create methods based on an existing template.

Note: Some templates are supplied for some standard systems. A custom system,
e.g. a process system, normally requires that the user creates his or her own
templates by saving methods as templates. Please refer to the User Reference Manual
for more information.

Open the New Method dialog in the UNICORN Manager.
* Select File:New:Method.

or
e Click the New Method icon.

~

(You can also select File:New in the Method Editor module.)

The table below describes how to create a method in the New Method dialog box.

Step Action

1 Select Template in the Use field.

2 Select the system you want to create the method for.

3 Select a chromatographic technique from the Technique droplist.

4 Select a template in the Template list.

5 Select a column from the Column list.

6 Click OK. This opens the method template as an untitled method in
the Run Setup in the Method Editor module.

ep 19



4 How to create a method
4.1 How to use method templates

Method notes Click the Notes and Method Notes tabs in the Run Setup. The notes describe important
information about the template and how the system should be configured so that
the method will work correctly.

Fezut Hame | Slait Frotoco | Frac S50 ]
Hotes | Quesliznz | Gradizrt | EufiesPrzp | Colurnine | Fisferzncs Cumves ] Evaluation Frocedure: | Hethod Inframatice

Metrad Males S:ut-‘loml Fun Noles | L\"dLthJ\“INd!&l

TEMPLATE: Instalatizn Tedt [versizn 3.00.01) -
STRATEGY:E100F300

Inztalztion Test to chzck. the function of the zobeent deliven, and e UV mankorng sysiom af SKTAzaporen 100

Fallavs the instuelicns in Ihe Insalation Guids ko pefoam e e 2nd lo evaluats the sl

ELLIENTS

Elusnit et 4117 Distil ed water,

Eluenl B [Inel 21], 04% aoctone rodizilled wale,
Frime: the: Sysiem Punns (4 and B] vtk the duents

COMFIGURATION
Check trat the bppass wbing bzbsesen position 1 on B Colunn Vakes iz connectzd. e
The 2 wl miser st b instalzd,

METHOD CESCARPTION

Conrzcl cradient foimalion is teabad by producing a lrnear giadiend from

How to change The method is represented by a number of blocks on the Variables tab. Each variable

variables can be changed to a new value.

If the value is... then...

a numerical value, click the Value box and enter a new value.

OFF or a numerical e right-click the box to toggle between OFF and nu-
value in blue, merical values.

e enter a new value.

in a box with a droplist | click the arrow and select a new value from the
arrow, droplist.
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How to create a method 4

The Variables tab The illustration below shows the Variables tab.

Ciohamin {ml}
Flave_Fate {m/min}
Cohamn_PressureLimi {MPa)
Wavelength_1 {nml
wavelength_2 {hm}
W/ avelangih_3 {nm}
Bufferyalve_&1_lriet
Pumg._fy_lnlet
Pump_B_lniet
Wash_Iriel_A1
'wash_Irkel_A2
\wash_Iriel_E1
\wash_lriel_B2
Coolumn_Pasilion
Flowthrough_FracSize fmi}
Flovthiough_Startat
Emipty_luop._with {ml)

The Start Protocol  The Start Protocol tab shows the items that will be displayed as pages in the Run
Setup sequence.

e Click the check boxes for the items that you want to select.

ep?2l
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4.1 How to use method templates

How to save your Before you can run your method you must save it.
method .
¢ Select File:Save.

or

¢ (lick the Save icon.

H
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Introduction

The Text Instruc-
tions Editor

When do I use
Text Instructions?

Valid instructions

How to open the
Editor

How to create a method 4

How to use text instructions

Sometimes you need more advanced editing facilities, which are available when
you work directly in the Text Instructions Editor in the Method Editor. This section
is a brief description of this process.

You can use the Text Instructions in the Method Editor to build your method step
by step. You can also use the editor to modify instructions in methods based on
templates.

Use text instructions when you want to:
change selected instructions in the method, e.g. the outlet valve position,
e add blocks or instructions, e.g. Watch instructions,
e change method instructions to adapt to non-standard system configurations,

e create new methods for applications not covered by the supplied templates.

The system strategy determines the available instructions. A method that is
developed for one system may not be valid for another.

The table below describes how to open the Text Instructions Editor.

Step Action
1 Select the Method Editor module.
2 Select File:New.

Result: The New Method dialog opens.

3 e Select a system (if more than one is available)
e Select Method Editor and click OK.

Result: The Method Editor module opens in text edit mode.

4 Proceed with step 5 and 6 if the screen is blank.

N) Click the Customise Panes icon.

]
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4 How to create a method
4.2 How to use text instructions

Step Action
6 Select Text and Instruction Box and click OK.
Customize Panes
[v] Text

(v Flow scheme
[v]Instruction box
Block
wGradient

kK I Cancel Help

How to enter Text The text instructions are selected in the Instruction box in the lower part of the
Instructions Method Editor. Applicable parameters can be edited for each selection. Use the

buttons to Insert, Change, Replace or Delete the selected instructions. All text entries
are shown in the Text pane.

The illustration below shows the Instruction box:

T Bk - [ Ejee
L (000 - 100.00§ it
] jﬂ" 1 Fump Gradert v | T
e gumﬁep_pH |
Ve [DrectLoad _IM
o Al on [Purrghta:HExpicres
T Fuso Fumplefah Purdie
[Purrghw ol anse mplace
e  Cpoiantnlah El_l
LD M ethodare
O peiein |
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In this chapter

How to perform method runs

How to perform method runs 5

Once you have a defined method in place you can perform a method run. You can
monitor its progress in the System Control module. This chapter describes how to
perform the method run, the data display, how you can focus on the information
you are interested in and make adjustments while the method run is in progress.

This chapter contains the sections below.

Topic See
How to run your method 5.1
The System Control module 5.2
How to change the way your run is displayed 5.3
Manual control 5.4
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5.1 How to run your method

5.1

Introduction

Connect to the

system

Prepare the system

How to start a
method run
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How to run your method

Follow the instructions in this section if you want to start a separation run based
on the method you created and saved in the previous chapter. Also use this
procedure if you want to run other methods.

Before you can start a run, you must connect to the system. Open the System Control
window and look at the Connection panel in the Run Data section. If you are not
connected the panel will show the text NO. Once you are connected the text changes
to YES. Refer to the User Reference Manual if your system is not connected.

Run Hield Continue

Run method|
Instruments Connection Run Status
Ready YES End

After the system is connected it must be prepared. Verify that this already has been
done or refer to your system documentation for the correct procedure.

You initiate the method run in a series of dialog boxes in the Run Setup in the
System Control module. The Start Protocol for the method decides which pages you
need to fill in. The steps in the table below is an example of a Run Setup sequence.
When you are finished in one dialog box you click Next to proceed.

Step Action
1 ¢ Select the File:Run menu command
or

o click the Run toolbar icon.

Run
2 The Run Setup opens. Select a method and click OK.
3 If your method run involves a fraction collector, i.e. Frac-950, the
first step is usually the setup dialog box. See "How to set up Frac-
950" below.
4 The Variables dialog box opens next. Verify and fine tune your

method before you proceed.

5 In the Notes dialog box some information can already be present.

Click the Start Notes tab and add your own comments.




How to perform method runs 5

Step Action

6 In the Questions dialog box some questions may be mandatory and
must be answered before you can start.

7 In Evaluation Procedures you select the automated operations you
want the system to perform after the UNICORN run. Select
Print_Chromatogram for an automatic print-out after the run.

8 The Method Information page is a summary of information about the
run. Click Next to proceed to name your result file and define where
it should be stored.

How to name the The final step before starting is to name your result file and define where it should

result file be stored. The default file name is defined in the Result Name page of the Run Setup.
By default the result file name will either be the same name as the method, the date
of the run or a pre-defined name. The name is followed by a three-digit sequence
number starting with 001. You can change this name and select a new directory
by clicking Browse.

You can also select to have the software add a unique identifier to the file name.

How to start the  Click the START button in the Result Name dialog box. This will initiate the method
method run run and you can follow its progress in the System Control module.

ep27



5 How to perform method runs
5.2 The System Control module

5.2

Introduction

The System Control module

All data on your separation run are displayed in the System Control module. You
have a choice of four different panes that can be open one at a time or all at once
in separate parts of the window.

How to select dis- The table below describes how to select the panes that are displayed in the System

plays

The Run Data

pane

03-0015-00
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Control module.

Step Action
1 e Select the View:Panes menu command.
or

e (lick the Customise Panes icon.

]

2 Click the check boxes for the panes that you want to display.

x

WHRundata
w|Curves
w|Flow Scheme
w|Loghook

ok I Cancel Help

3 Click OK.

The Run Data pane shows the current values for the running parameters. When the
system is running, the text Run is displayed in the Run Status panel. If the system
is operated manually the text Manual is displayed. The illustration below shows
only part of the Run Data pane.

Frun Staliss

Connection
s il A |

||mun-uu

Ace. Volume Acc. Time Fressuie > 33
IEEE |EEETE e W




The Curve Data
pane

How to perform method runs 5

The Curve Data pane shows selected monitor signals as curves during your method
run. All curves are stored in the result file. Normally the curves are scaled with
auto scaling, i.e. the scale is adjusted continually to the highest and lowest values

for each curve.

— Fresoae ——Flow

— 20
— Temp

— Cordd —r — Cond

Al —— SaTpiRTEs —— SaTpRFw —— A —— Aiputl

The Flow Scheme The Flow Scheme pane shows a schematic view of your system configuration.

pane

The Logbook
pane

How to view a
single pane

HUBEz BUazd
ot il %
AS 151 ¥ ol
R  §:i HUBE1
SGNE |2 - Pl L= 1
a2 COLUMN wIAE2
Inlets wiipd  PZA1 ;ﬁ;;aﬂutletl
ALaE L W L AL
Inlat] g i g )
el o el IF AT ]
et . A IEE <1p3L wUpss B 4 5 6
HUBas
Iriletd
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ar : cm
fnlsts 5 RIR1Z1 FH
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The Loghook pane is shown at the bottom. The Loghook shows exactly when the
instructions in the method were executed during the run. It also shows all manual
instructions that were performed and all alarms and warnings that were registered.

0.00 rin Fathad Run 2262002 3:47:16 AN, Method ©idtast Fesull vl YWikdasciasill ras =
0.00 min Batch 10; AE9020F4-1504-11DE-AC46-00D08 7 2BECCH

0.00 rnin Bage O, 010 {mi}

0.05 rain Bloick Flow_Fata

0.0% min Basa SemedsMain

0.05 rin Flaw  1.00 mlimin

0.0% roin End Elock

0,05 rnin Block Cofumn_FPressure_Limit

0.0% rin Base SarmesAdiain

0.0% rin Alarm_Pressuie Enabled,
0.05 rain Erd Block:

0.0% rmin Block S1an_Instructions
0.0 rin Bage Sarmessialn

0.05 min‘Wervelangth 280 nm. OFF . OFF

0.0% min AvoragroTimal PV 2 56 sac

0.0% rin Erd Elock

0.05 rain Black Butiedvabe_A1_inkst =

A00 kFa. 000MFPa

If you want.... then....

to enlarge a pane right-click and select Maximize.

to return to the origin- | right-click and select Restore.

al size
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5.3 How to change the way your run is displayed

5.3 How to change the way your run is displayed

Introduction There are a number of ways to change the way your method run data is displayed
in the System Control module. This section describes a few of the options.

How to edit the  The table below describes how to open the Properties dialog box to edit the way

pane displays the panes are displayed.
Step Action
1 Right-click in the pane you want to edit.
2 Select Properties from the menu.
3 Click the tab for the pane you want to edit.
Result: The page shows all the options that you can select in this
particular pane. You also have a choice of different styles, colors
and axis layouts for your curves.
s | CuveShieendCokr || FlowSchems | Logbook
FunDafaGowps | FunDaaCoows | Cuves || ¥hes
wFun Data. | :::::r::::?;: - Hew Gaoup
#Run Stalus m
e votame Dokie o
w Block Valume
Ao, Teme
v Block Teme
_Fb':‘a‘U
:I. 185
]S ampleFie:
IUV1_15
_ICond
_IpH
meioeil
_1eH _vJ
T e
I‘}IIO\’; to (}hangle You can select which curve the Y-axis scale refers to in two different ways:
the Y-axis scale _
display ® Click the curve name at the top of the Curve Data pane.

or

e Click the Y-axis scale to toggle between the curve scales.

How to set fixed  The table below describes how to set a fixed value range for the Y-axis for a selected

Zililsles forthe Y- .\ 1ve in the Properties dialog box.

Step Action

1 Click the Y-axis tab.
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Step Action

2 Click the curve you want to edit.

3 Click the Fixed radio button.

4 Type a minimum and a maximum value. The maximum range values

allowed are shown above the entry boxes.

5 Repeat steps 2 to 4 for all other curves you want to edit.

6 Click OK.
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5.4 Manual control

5.4 Manual control

Introduction In some applications you may want to change some parameters manually during
a run. This section exemplifies how you can change the pump flow manually.

How to change The table below describes how to change the pump flow.
the pump flow

Step Action

1 Select Manual:Pump.

Result: the System Pump&Instr Instructions dialog box opens The
Pump radio button is selected.

2 Click the function you want to change, i.e. Flow.

3 Enter a new value (Setpoint) under Parameters. You can use the ar-
rows to step the value up or down.

4 ¢ Click Execute to execute the instruction immediately.

or
o (Click Insert to add the instruction to the list below the instructions

menu.

Note: If there are instructions on the list, the Execute button will
execute all instructions on the list at the same time.

5 Click Close to close the dialog box.
The System The illustration below shows the System Pump&Instr Instructions dialog box:
Pump&Instr In-
structions box X
1 Instructions: + 1~ Parameters |
& Pumptinsi Setpoint [00-300] M
" Valves 0.0 ﬂww Del=te |
i
Close |
" Othet

Help

How to end your  Click the End button to end the method run before it is finished. You can save the
run manually partial result the same way that you save a completed run.

BRun Zontinue End %
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6 How to view results

Introduction This chapter describes how to view the results from your method run in the
Evaluation module.

In this chapter This chapter contains the sections below.
Topic See
How to view and edit a result layout 6.1
How to view the run documentation 6.2
How to compare curves 6.3
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6.1 How to view and edit your result layout

6.1 How to view and edit your result layout

Introduction This section describes the basics of how to view and edit the layout of your results
in the Evaluation module.

How to open the  The table below describes how to view the results.
result file

Step Action

1 Complete the method run.

2 Locate the result file in the Results pane in the UNICORN Manager
module.

3 Double-click the file.
Result: The file opens in the Evaluation module.

The Raw Chroma- The result file is opened in a Chromatogram window. The default view shows all
togram Data the curves as in the illustration below.

—il‘?ﬂ MIM-W‘ WA _2E0mn —— (4R G L0 1 1_LA2_0% ﬁ—e ?E‘ I IJJ _WAA_0nm —— (8 M0 G as w00 il —— (1 Q0 00 1_Cdnd
i PR - 13T e e ale B Tamp —— b i juct

-y A0 11 _W S nm|.anseu— 1973 Crar al el ) 1I..ob-ak
ran
hasa T

i 4 bl .

st PpA T WY L -
a0
o0
0 E.‘a,

Ll pLa) 0 el 20 w0 0 w0 Erdl win

How to change The table below describes how to change the layout of the Chromatogram display.
the chromatogram

layout

Step Action

1 Right-click in the Chromatogram window and select Properties.
Result: The Chromatogram Layout dialog box opens.

2 Click the Curve tab.
3 Click the check-boxes to de-select the curves that you do not want
to display.
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Raw data curves
are saved

How to change
the Y-axis scale

How to change
the Y-axis scale
display

How to view
curve details

How to view results 6

Step Action
4 Click OK.

Your selections determine the curves that are displayed in the Chromatogram window
and shown on printouts.

Note: The original raw data curves can never be modified, renamed or deleted
from the result file.

Normally the curves are auto scaled, i.e. the highest and lowest values for each
curve set the scale. The table below describes how to change auto scaled Y-axis
scales to fixed values in the Chromatogram Layout dialog box.

Step Action

1 Click the Y-axis tab.

2 Click the curve you want to edit.

3 Click the Fixed radio button.

4 Enter new minimum and maximum values.

5 Repeat steps 2 to 4 for all other curves you want to edit.
6 Click OK to execute the changes and close the window.

You can select which curve the Y-axis scale refers to in two different ways:
e (Click the curve name at the top of the Curve Data window.
or

e Click the Y-axis scale to toggle between the curve scales.

The table below describes how you can zoom in on a curve to view more details.

Step Action

1 Place your cursor in a corner of the area you want to enlarge.

2 Press and hold the left mouse button and drag diagonally over the
area.

Result: A rectangle appears.

3 Release the mouse button.

Result: The area within the rectangle is enlarged.
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6.1 How to view and edit your result layout

Step Action

4 Repeat steps 1 - 3 to enlarge the selected area further.

5 Right-click and select Unde Zoom to zoom out one step.

6 Right-click and select Reset Zoom to return to the full window view.
How to save a You can save your edited layout. It can be applied later to any result file. Follow
layout the steps in the table below.

Step Action

1 Right-click and select Properties to open the Chromatogram layout

dialog box.

2 Select the Layout library tab.

3 Click the Save current layout as... button.

4 Enter a name for the layout and click OK.

How to applya  Select a layout from the Saved layouts list in the Layout library. Click the Apply
saved layout selected layout button.
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6.2

Introduction

How to open the
run documenta-
tion

The documenta-
tion window

How to view results 6

How to view the run documentation

The full documentation of a method run is stored in the result file. You can view
this information in the Documentation dialog box in the Evaluation module. This
section gives an example of how to view the Loghook.

Maximize the Evaluation module and either:
e Select the View:Documentation menu command

or

e (lick the View Documentation icon.

k=1

This is an illustration of the Documentation dialog box with the Loghook tab selected.
Click the tabs to view other information.

D ocumentation

Vaishles | Scouling | TestMethod | Meter | Questions | Colmne | Reference Curver || Evalusiion Procedurss |
Melhod Information |  Resulllfomalion | StartPiolocsl | Setings | Coliesbon | Logbock || Evelusionlog | ResullMame

0.00 ml Method Fun 2001-03-19, 07:33:58, Method : id1 480uanktate, Resul - v AMiklashUb = LI )
0.00 ml Base CV, 032 {ml}, Mono_S_HR_5/5 I+ | Alsgn A4 airing
0.00 il Block Flow_Rate

0,00 ml Base Samedchlan 7 | Method

0,00 enl Flaw :i?DmUmh [ | Manual

0.00 mi Block Cahmn_Pressure_Limt ¥ | Enars
0.00 ml Base SamedzMan [# | Syslem
0.00 il Alarn_Fiessure Enzbled, S00MPa,  O00MPa
0.00 el End Block

g.ﬂﬂ el Black Start_Instiuctions

ase an —Base
0.00 mi ‘Wavelsngth 280 nm, OFF , OFF i
0,00 ml AseragngTimell 255 pac " Tine
0,00 ml End Black & o
0.00 il Block Ehsert g Inlet e

00 ml Pumgdinkst 41 Adust retention zer m,
0.00 i End Block r bo injection number 1
0.00 il Block Elssri_B_lnlst
0.00 el Base Samedsian
0.00 el PuraBlnlet 81
0.00 el End Black
0.00 ml Block Start_with_Pumpi'ash_Purifies
0.00 il Base SamedeMan
0.00 ml Pump'w'ashPurifier OFF, OFF, OFF, OFF
0.03 el End Block
0.03 el Block Stat_Conc B
0.03 il Base SamedsMain

1 Llj Erd.| | Heb |
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6.3 How to compare curves

6.3 How to compare curves

Introduction You can import or copy curves from different method runs into one chromatogram
for comparison. This section is an example of how you can use the function Open
to compare to import curves.

I?Pen the dialog  First open the dialog box Open Curves to Compare. You can either:
ox
e Select File:0pen to compare:Curves.

or

¢ Click the Open curves to compare icon.

0

The Open curves  The illustration below shows the dialog box Open Curves to Compare.
to compare dialog
bOX Open Curves to Compare ﬁ]

— Chromatogram selection

Foldes I-:\...\Default\ j Browsze.
Resuit I =l Biowse | Al |
Chromatoagran: | Ll Browsze... | All |
Curve pams: I" ﬂ Browze... | All |
— Found curves
Search (¥ 125200101 125200101:1_UV1_280nm il
125200101 125200101:1_UV2_250nm

Clear ¥125200101 125200101:1_UV3_0nm

(1125200101 125200101:1_Cond

Select All []1252001 01 1252000071:1_Cond

[]125200101 125200101:1_Conc
(1125200101 125200101:1_pH

-
A e A 4 A _I

Curve options
@ Overlay ¢ Stack (" Minor

™ Stee in new chiomatogram [Compare

0K I Cancel Help

I‘IIIOW to import The table below describes how to import curves and store them in a new
the curves chromatogram.
Step Action
1 Define search criteria for the folder, result, chromatogram and/or
curve name. Use the Browse command buttons.
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Step Action

2 Click Search.
Result: A list of found curves is displayed.

3 Repeat step 1 - 2 to add more curves to the list.
4 e Select the individual curves that you want to import.
or

e (Click Select all to import all curves.

5 Click the checkbox Store in new chromatogram and enter a name in
the text box (Compare is default).

Note: You can also save the curves in the active chromatogram.

6 Select one of the Curve options: Overlay, Stack or Mirror.
Result: This will decide how the curves are displayed.

7 Click OK.

How to set the If you selected the Stack option the Shift Curves by Offset dialog box is opened
stack offset automatically. Adjust the offset distance between the curves to a suitable value.

hift Curves by Difsck x|
Dffzet Ui
WAL =]
Selacted curves vl ba inchided
7 01; UVI1_215nm Select Al
¥02: UV2_230nm
w03 UV3_2dnm Dl

13 UMI_Z15nm
14 U1_Z15nm

|
|
{
|
|
{
|
E w15 U 1_21%5am
{
|
|
|
|
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7 How to print your chromatograms

Introduction

In this chapter
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How to print your chromatograms

This chapter describes how to print open chromatograms. Proceed to 9 How to
create and print reports on page 48 if you want to add text information to your

prints or create a complete report.

This chapter contains the section below.

Topic

See

How to print active chromatograms

7.1




1.1

Introduction

Before you print

How to print

How to print your chromatograms

How to print active chromatograms

7

This section describes how to print the chromatograms that are open in the
Evaluation module.

Open all chromatograms that you want to print in the Evaluation module before

you proceed.

The table below describes how to print active chromatograms.

Step Action
1 e Select the File:Print menu command.
or
e Click the Print icon.
Result: The Print Chromatograms dialog box opens.
2 Select print formats and layout options.
3 Click Preview.
Result: The Customise Report window opens.
4 e Verify that the layout is correct.
e Click Edit Mode to make changes, e.g. change the order of the
chromatograms. Click Preview to return to preview mode.
e Click Exit to return to the Print Chromatograms dialog box.
5 Click OK.
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7.1 How to print active chromatograms

The Print Chroma-  This is an illustration of the Print Chromatograms dialog box.
tograms dialog

box Note: The selected print format is outlined in red.
Print Chromatograms
r Printer
I.ﬁ.cmbat Distiller
r— Print Format
Lo —
_UILJJIL Lo
_Ll_ L ™ (e

Chromatograms in each golumn I-I

Chromatograms in each row

¥ Use thick lines
™ Landscape

i

Preview. ..

DK& I Cancel | Help |
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8

Introduction

In this chapter

How to evaluate and save the results 8

How to evaluate and save the results

This chapter describes how to perform basic evaluation procedures and how to

save the results of the evaluations.

This chapter contains the sections below.

Topic See
How to perform a basic peak integration 8.1
How to save the results 32
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8.1 How to perform a basic peak integration

8.1 How to perform a basic peak integration

Introduction Peak integration is used to identify and measure curve characteristics, including
peak areas, retention times and peak widths.

Baseline calcula- A correct baseline must be calculated before the peak areas can be calculated. There
tions are several alternative ways to perform this calculation:

® use automatic calculation,

e subtract a blank run curve from the source curve,

* use a Zero haseline, i.e. no baseline subtraction at all,

® re-use an existing baseline,

e edit a baseline manually from any curve in the chromatogram.

The default options are used for the example in this section, i.e. automatic
calculation (Calculate baseline) with a Morphological algorithm.

How to perform  The table below describes how to perform a basic peak integration.
the peak integra-

tion ]
Step Action
1 e Select the Integrate:Peak Integrate menu command.
or

e Click the Peak Integrate icon.

i

Result: The Integrate dialog box opens.

2 Select a source curve.

3 Select a peak table destination from the Target peak table list.
4 Select Calculate baseline in the Baseline list.

5 Click OK.
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8

The Integrate dia- This is an illustration of the Integrate dialog box.

log box

Peak integration
results

LChromatogram:

O —

=

; 125200101:1 UW1 280nm
; 125200101:1_UW2_250nm
; 125200101:1_UW3_Onm
125200101:1_Cond
1252001071:1_CondZ

: 125200101:1_Canc
125200101-1_pH

) 125200101:1_Pressure

: 125200107:1_Flow

; 1252001011 _Temp
;1252001011 _SampleFres
125200101:1_SampleFlow

=ucE8I8RERR

Baseline:

| Calculate baseline

Bazeline getlings... |

[

Column heaght: (20.00 cm

Target paak tabls;
Peaktahled:

PaaktableH:
Peal table name:
[01_280nm@01 PEAK
Peak window... " Accept negative peaks
Rajsct peaks... " Peak skim |1 0 ratio

Coburn | 320 il

Hep |

Save and i Peak Tabis... | ok | cencel |
Y

This is an illustration of the results after a peak integration.

4 Evaluation - lid] A00wantilate001:1 | \UMICORH AL ocalfif Niklavhresult\ NI COTEHA00

Hﬂeiammmmmuwmsamm

s | 40 uantkal 2 00 1hid | 400 wanlilste001 res]|

e @H S8 BN

A1 Tuanitanec0 118 _Tatinem - - - 1§16 Culcateon] | L

91 _Tnm G0 ) BASE N

=]

Lo

ps0

el

0
ok 2] ) (1) vh 08 [EL] wn wo 10 =] =0 240 20 o 00 a7 min
A 10 O e b w00 8 U 2R o P EAK
Ho | Recencion [min) | Aces  mkU*min) | Beight { mAU] =
1 7. 66) 731.5876 253,141 Bl
2 8.83 57677 102,732
EN .74 75,2308 100,242
EN 11,00 1731411 405,77 -
A 1+

Note: The peak table is displayed underneath the active chromatogram. The start

point and end point of each peak are marked by vertical marks, drop-lines.
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8 How to evaluate and save the results
8.1 How to perform a basic peak integration

H0\1’<V tﬁ display The peaks in the integrated chromatogram are automatically labelled with their
Fcia characterist- votention times. Several other peak characteristics are also calculated automatically.
The table below describes how to display other characteristics.

Step Action
1 Right-click in the active chromatogram.
2 Select Properties.

Result: The Chromatogram Layout dialog box opens.

3 Click the Peak Table tab.

4 Select the options that you want to display from the Select peak
table columns list.

Result: The selected items will be displayed in the peak table.

5 Click OK.

The Peak Table  This is an illustration of the Peak Table dialog box.

dialog box
Chromatogram Layout: 1 E3
Curve Style and Colour I Edit Texts I Layout Library |
Header | Curve Mames I Tz I iz I Curve Peak Table
Select peak table to display Select peak table columng
[ |Peak name -
‘eaktable-t: id1480uantitate001:1 Y1 28000 [v/Retention
Peaktable-B: width
Peaktable-C: L1
Peaktable-D: [vIArea
Peaktable-E: [vHeight
Eeattagle'g [ |Peak endpaint retentions
eaktable-G: . .
Poaktable-H- [ w/idth at half height
[ |Percent of total area
P | | _pl [ |Percent of total peak. area LI
— Filter Peaks r— Fill zettings

[ Height less than IU—
I width Jess than [
[T &realess than IU—
[ ‘width more than IU—
¥ Peak must be one of |2U— largest

™ &pply ta all chromatagrams 1]:4 I Cancel | Help
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8.2

Introduction

How to delete un-
wanted curves

How to save the
results

How to evaluate and save the results 8

How to save the results

After you have finished the evaluation process you can save all the changes you

have made to the chromatograms, including newly created curves and
chromatograms that you have imported and created.

All the curves that you created during your manipulations will be saved in the

chromatogram. Some of these curves may not be needed anymore.

o Select Edit:Delete:Curves to remove all unwanted curves.

Note: The original curves that were created during the run can never be deleted.

You can either save your results in the original file or in a new result file.

If you want to save...

then...

in the original result

file

¢ choose File:Save

or

o click the Save icon.

H

in a new result file

e choose File:Save as.
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9 How to create and print reports

Introduction The Evaluation module provides extensive tools to create detailed reports. This
chapter describes how to create reports.

In this chapter This chapter contains the sections below.
Topic See
How to print an existing report format 9.1
How to edit an existing report format 92
How to create and print a customized report format 93
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9.1 How to

How to create and print reports 9

print an existing report format

Introduction This section describes how to use an existing report format to print a basic report
with a chromatogram and text.

How to printare- The table below describes how to print a report.

port

Step

Action

1

¢ Choose File:Report.

or

¢ Click the Report icon.

|

Result: The Generate Report dialog box opens.

Select format (Global) Chromatogram.

Result: This creates a report containing the chromatogram and the
answers to the questions from the Run Setup Questions page.

Click Print.
Result: The Print dialog box opens.

Click OK.

The Generate Re-  This is an illustration of the Generate Report dialog box.

port dialog box

Generate Report

Format

LContents

Frrint... I

From rezult] Chromatogram - Cugtomized Report Format
From result] Chromatogram_Peaks

x|
E e,
[Global] BP_Chromatogr_Report
[Global] BP_Ful_Report Delete. .. |

Global] Chromatofocuzing

[labal| Chraomatadran

[Global] Chromatogram_Peaks
[Global] Chromatogram_Guant
[Global] Chromatogram_Feport
[Global] Ful_Repart

[Global] Ingtallation_Test

Edit...

Frewyiew... Cloge Help
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9.2 How to edit an existing report format

Introduction This section describes how to open an existing report format to edit the items that
are included in the report.

How to open and  The table below describes how to open and edit a report format.
edit a report

format .
Step Action
1 ¢ Choose File:Report
or

e Click the Report icon.

Result: The Generate Report dialog box opens.

Generate Report x|
Format LContents
[From result] Chromatogram - Cugtomized Report Format Mew...

[From rezult] Chromatogram_Peaks
[Global) BP_Chromatogr_Feport Dilet
[Global) BP_Ful_Report LR |
[Global] Chromatofocusing
|Globall Chromatogram Edit... |

[Global) Chromatogram_Peaks

[Global) Chromatogram_Huant
[Global) Chromatogram_Feport
[Global) Full_Repart

[Global] Inztallation_T est

Print... I Preview. .. | Cloze Help
2 Select a report format.
3 e Click Edit.

Result: The Customize Report window opens in edit mode.

4 e Double-click an item that you want to edit in the report.

Result: A Setup dialog box specific for the item opens.

S e FEdit the item.

® Repeat step 4 for all other items you want to edit.
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How to apply the Once you have finished editing the report items you can apply the format.
report format

If you want to... then...

to print the report e click the Print icon.

&

to preview the changed | ® click the Preview button.
report layout

to save the format e choose File:Save As and enter a name for the report
format.

epbl
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9.3 How to create and print a customized report format

Introduction You can select a number of different objects (including chromatograms, methods,
images, free text etc.) and create a customized report format. The objects can be
aligned, re-sized and positioned to fit your specific layout. This section describes
only some of the formatting options.

How to create a  The table below describes how to create a new customized report format.
new report format

Step Action
1 e Choose File:Report.
or

e Click the Report icon.

Result: The Generate Report dialog box opens.

2 Click the New button.
Result: The Create New Report Format dialog box opens.

3 Choose Customised Format and click OK.
Result: The Customise Report window opens.

4 Proceed to "How to add items to the empty report".
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How to add items The table below describes how to add items to your empty report format.
to the report

Step Action

1 Select an information item.

o (Click one of the item icons in the toolbar.

or

e Select an item from the Insert menu.

T Freetext
@ Pickure

@ Text Method
iChromatagrarm

[%j] Documentation
Evaluation log

2 Press and hold down the left mouse button, and drag out a box to
the size of the item you want to insert.

Note: The mouse pointer shows a symbol for the type of item you
have selected.

3 Release the mouse button.

Result: A Setup dialog box opens. The dialog box is specific to the
type of item that you want to insert.

4 Select the options you want.

5 Click OK.

6 Repeat steps 1 to 5 for each new item you want to insert.
7 Click Preview to view the final results.
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The Setup Chro-

The illustration below shows the Setup Chromatogram dialog box in the Customise

matogram dialog Report window.

box

Fle Edt Wew Insert Layout Help

Preyew | ties Pooe | P ios | pnePage | goomin | Zeomiu || gddPage | peltePage|  Est |

NelS ek TEijE

¢ UHICORH & 10 (Buld 2is)
| Rmbyibpm o L0000 6001390
| Raralfle; ot Dele Buielb sxaglk 1

Rupert Tl

How to set up the The table below describes how to set up the page formatting.

page format
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Step Action

1 Double-click anywhere in the Customise Report window.
Result: The Page Setup dialog box opens.

2 Click the Page Setup tab and enter values for all Margins.

3 Click the First Header tab and select the items that you want to in-
clude in the first page header.

4 Click the Footer tab and select the items that you want to include in
the footer.
5 Click the Header tab and select the items that you want to include

in the header.

Note: This tab is not available if you selected Same header on all

pages in the Page Setup tab.




The Page Setup
dialog box

How to create and print reports 9

The illustration below shows the First Header tab in the Page Setup dialog box.

Page Setup

Page Setup  First Header | Header | Foater I

The selected iterns will be included in the report

[w]Run date % time
[w|R eport title

r Select [tem ~Loga .
[ ]Cunment user - Font... | ¥ Logo Alignment
[w]Run user  Left
[C1Cument date & time Browse... | © Midde

Select Al |
Clear all |

' Bight

[w]|R esult file name — Layout
(w|Method file name I .
[ 1Page number _I W' Line oyer
-
L1l auoeibinaos V' Line under
Free text I Fart... |

Repart title: IUNIEDHN Report

Font... |

QK. I Cancel
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